
Scale
chr9:

DGV Struct Var
DGV Supp Var

20 kb hg19
40,775,000 40,780,000 40,785,000 40,790,000 40,795,000 40,800,000 40,805,000 40,810,000 40,815,000 40,820,000 40,825,000 40,830,000 40,835,000

BAC End Pairs

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 19

AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

RP11-912B9
RP11-318L11

RP11-1081M24
RP11-106L1

RP11-1146M22
RP11-885H23
CTD-2005A14
RP11-110L23
RP11-119P20
CTD-3041P10
CTD-2045H5

CTD-2350F15
RP11-1082I11

CTD-2015M1

RP11-111O3

CTD-2291L13

ZNF658
ZNF658
ZNF658

ZNF658
ZNF658
ZNF658

ZNF658
ZNF658

RP11-1082I11.2

BX664608.1

ZNF658.cAug10
ZNF658.bAug10
ZNF658.aAug10

ZNF658.dAug10
ZNF658.eAug10

paskobu.aAug10

ENST00000479710
ENST00000441795
ENST00000602553
ENST00000377626

ENST00000429748



Scale
chr15:

DGV Struct Var
DGV Supp Var

5 kb hg19
29,216,000 29,217,000 29,218,000 29,219,000 29,220,000 29,221,000 29,222,000 29,223,000 29,224,000 29,225,000 29,226,000 29,227,000 29,228,000 29,229,000 29,230,000 29,231,000

BAC End Pairs

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)
Pseudogene Annotation Set from GENCODE Version 19

AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

RP11-165M18
CTD-2219O15
RP11-124H20

APBA2
APBA2
APBA2
APBA2
APBA2

APBA2
APBA2

APBA2
APBA2
APBA2
APBA2
APBA2

APBA2.cAug10
APBA2.bAug10
APBA2.aAug10
APBA2.dAug10
APBA2.rAug10
APBA2.pAug10
APBA2.mAug10
APBA2.kAug10
APBA2.iAug10

ENST00000561069
ENST00000558402
ENST00000558330
ENST00000559814
ENST00000559709
ENST00000558804
ENST00000411764
ENST00000558259



Scale
chr8:

DGV Struct Var
DGV Supp Var

5 kb hg19
14,698,000 14,699,000 14,700,000 14,701,000 14,702,000 14,703,000 14,704,000 14,705,000 14,706,000 14,707,000 14,708,000 14,709,000 14,710,000

BAC End Pairs

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)
Pseudogene Annotation Set from GENCODE Version 19

AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

RP11-829E2
RP11-474N19
RP11-978B13

CTD-2023J5
CTD-2529C14
CTD-3184E21
CTD-3184M11

RP11-703B5
CTD-2191D10
RP11-137I18
RP11-366J3

CTD-2553L14
CTD-2538D13

SGCZ

SGCZ
SGCZ
SGCZ
SGCZ

SGCZ

SGCZ.aAug10

ENST00000382080
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