
Scale
chr2:

DGV Struct Var
DGV Supp Var

10 kb hg19
104,545,000 104,550,000 104,555,000 104,560,000 104,565,000

BAC End Pairs

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)
RefSeq Genes

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)
Pseudogene Annotation Set from GENCODE Version 19

AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

RP11-631F1
CTD-2383F3

RP11-1134K18
CTD-2192H18
RP11-478D22

RP11-1023P24
RP11-184J18
RP11-10H19

RP11-113A19
RP11-774A24

RP11-23I17
RP11-24I22

RP11-1112O8
RP11-458N24
RP11-880G8

RP11-713P16
RP11-1096L22
CTD-2596O12
RP11-1140L22

CTD-2071D8
CTD-3136E19
RP11-89O22

RP11-204K23
CTD-3121G18
CTD-3059F11
RP11-98M17

CTD-2059G3
CTD-2079G1

RP11-76I14.1

mamomo.bAug10
mamomo.dAug10
mamomo.cAug10

ENST00000537492
ENST00000544869



Scale
chr5:

DGV Struct Var
DGV Supp Var

5 kb hg19
117,355,000 117,360,000 117,365,000

BAC End Pairs

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)
RefSeq Genes

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)
Pseudogene Annotation Set from GENCODE Version 19

AceView Gene Models With Alt-Splicing
Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

RP11-579G11
CTD-2536B14

RP11-699D7
RP11-652A2

RP11-673F21
RP11-240J20
RP11-316E12
RP11-114J17

RP11-113M11
RP11-622J22
RP11-158H7

RP11-185N19

LINC02147

CTD-3179P9.1

ENST00000509669



Scale
chr5:

DGV Struct Var
DGV Supp Var

20 kb hg19
164,925,000 164,930,000 164,935,000 164,940,000 164,945,000 164,950,000 164,955,000 164,960,000 164,965,000 164,970,000

BAC End Pairs

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)
RefSeq Genes

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)
Pseudogene Annotation Set from GENCODE Version 19

AceView Gene Models With Alt-Splicing
Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

RP11-721D2
RP11-783N6
CTA-602C8

RP11-768E4
RP11-910D20

RP11-13H20
RP11-633B1

RP11-919P24
RP11-782E17
RP11-180E13
CTD-3176G20
CTD-2167C14
CTD-2167C14

CTD-3058H9
CTD-3058H9

RP11-1077O9
RP11-874N9
RP11-28A17
RP11-958B7
RP11-483H7

RP11-71P12
RP11-715C24

RP11-116L5

CTC-535M15.2

ENST00000522189
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