
Scale
chr2:

DGV Struct Var
DGV Supp Var

10 kb hg19
104,550,000 104,555,000 104,560,000 104,565,000 104,570,000 104,575,000 104,580,000

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)
Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)
AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

RP11-76I14.1

mamomo.bAug10
mamomo.dAug10
mamomo.cAug10

ENST00000537492
ENST00000544869



Scale
chr5:

DGV Struct Var
DGV Supp Var

20 kb hg19
164,925,000 164,930,000 164,935,000 164,940,000 164,945,000 164,950,000 164,955,000 164,960,000 164,965,000 164,970,000

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)
Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)
AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

CTC-535M15.2

ENST00000522189



Scale
chr7:

UCSC Genes

DGV Struct Var
DGV Supp Var

5 kb hg19
151,709,000 151,710,000 151,711,000 151,712,000 151,713,000 151,714,000 151,715,000 151,716,000 151,717,000 151,718,000 151,719,000

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)
AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

GALNTL5
GALNTL5
GALNTL5

GALNTL5.bAug10
GALNTL5.aAug10
GALNTL5.cAug10
GALNTL5.gAug10
GALNTL5.hAug10
GALNTL5.eAug10

ENST00000431418
ENST00000392800
ENST00000416062
ENST00000448366
ENST00000426341
ENST00000416269
ENST00000414073



Scale
chr7:

DGV Struct Var
DGV Supp Var

20 kb hg19
62,840,000 62,845,000 62,850,000 62,855,000 62,860,000 62,865,000 62,870,000 62,875,000 62,880,000 62,885,000

BAC End Pairs

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 19

AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

RP11-610I14
RP11-661H13
CTD-2562D17
CTD-2562D18
RP11-431L18
RP11-261N19
RP11-290J14
CTD-3159K7

RP11-73B2
CTD-2005N23
CTD-2559B16

CTD-2253N9

CTD-2253N10

LOC100287834

LOC100287834

RP11-73B2.2
RP11-73B2.4

RP11-340I6.3

RP11-340I6.1
AC073188.1

VN1R32P RP11-73B2.3 SLC25A1P2 VN1R33P ARAFP2

VN1R32P RP11-73B2.3 SLC25A1P2 VN1R33P
RP11-73B2.5

shyjoy.bAug10
shyjoy.cAug10

shyjoy.aAug10
swufluby.aAug10-unspliced

swufluby.dAug10
swufluby.bAug10
swufluby.cAug10

LOC100287834.cAug10
LOC100287834.aAug10-unspliced

LOC100287834.bAug10
LOC100133079.aAug10-unspliced

ENST00000452234
ENST00000425228

ENST00000450077
ENST00000442493
ENST00000424036

ENST00000451103

ENST00000593633

ENST00000430693

ENST00000411800
ENST00000440565



Scale
chr8:

UCSC Genes

DGV Struct Var
DGV Supp Var

10 kb hg19
14,700,000 14,705,000 14,710,000 14,715,000 14,720,000 14,725,000 14,730,000 14,735,000

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)
AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

SGCZ
MIR383 CTD-2023J5.1

SGCZ.aAug10
nuhire.bAug10

nuhire.aAug10-unspliced

ENST00000382080
ENST00000362257 ENST00000532973



Scale
chr9:

UCSC Genes

DGV Struct Var
DGV Supp Var

5 kb hg19
40,826,000 40,827,000 40,828,000 40,829,000 40,830,000 40,831,000 40,832,000 40,833,000 40,834,000 40,835,000 40,836,000 40,837,000 40,838,000 40,839,000

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)
Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

ZNF658.cAug10
paskobu.aAug10

ENST00000479710



Scale
chr11:

UCSC Genes

DGV Struct Var
DGV Supp Var

20 kb hg19
55,905,000 55,910,000 55,915,000 55,920,000 55,925,000 55,930,000 55,935,000 55,940,000 55,945,000 55,950,000 55,955,000 55,960,000 55,965,000

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

OR8J3 OR8K5 OR5J2

OR5BN1P OR8K4P OR5J7P OR8V1P

OR8J3.aAug10-unspliced OR8K5.aAug10-unspliced OR5J2.aAug10-unspliced

ENST00000532955
ENST00000301529

ENST00000534608 ENST00000313447
ENST00000534621

ENST00000312298 ENST00000395193



Scale
chr15:

UCSC Genes

DGV Struct Var
DGV Supp Var

20 kb hg19
29,070,000 29,075,000 29,080,000 29,085,000 29,090,000 29,095,000 29,100,000 29,105,000 29,110,000 29,115,000 29,120,000 29,125,000 29,130,000 29,135,000 29,140,000 29,145,000 29,150,000

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

Pseudogene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)

AceView Gene Models With Alt-Splicing

Ensembl Gene Predictions - archive 75 - feb2014

Database of Genomic Variants: Structural Variation (CNV, Inversion, In/del)

APBA2
APBA2
APBA2

PDCD6IPP2
PDCD6IPP2

RP11-578F21.13

PDCD6IPP2
PDCD6IPP2
PDCD6IPP2

GOLGA6L7P
GOLGA6L7P

WI2-2334D6.1

LOC646278.aAug10
LOC646278.eAug10
LOC646278.hAug10
LOC646278.cAug10
LOC646278.iAug10

LOC646278.bAug10

FTLP11.aAug10-unspliced

LOC646278.dAug10-unspliced

lortey.aAug10-unspliced
tokama.aAug10
tokama.bAug10

pardorby.aAug10-unspliced

ENST00000566321
ENST00000563202

ENST00000605667

ENST00000566178
ENST00000564604
ENST00000563144

ENST00000567390
ENST00000569815

ENST00000603069 ENST00000561069
ENST00000558402
ENST00000558330
ENST00000559814
ENST00000559709


	chr2q12
	chr5q34
	chr7q36
	chr7q11
	chr8p22
	chr9p
	chr11q12
	chr15q13

