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Transcriptome changes - VSV vs MNV1
I)

LPS
Weintz G et al., 2010 VSV

690856 82

Number of phosphosites
( -2.5 > Z > 2.5 )

332288 137

Number of phosphoproteins
( -2.5 > Z > 2.5 )

LPS
Weintz G et al., 2010 VSV


