
Table	S4. OTUs	with	significant	differential	abundance	between	the	various	groups	and	OTUs	used	in	the	heatmap	in	Figure	4B.

MinETBF	vs	Min	Mock
OTU counts	in	group	Min	Mock counts	in	group	Min	ETBF logFC	of	MinET/MinMock se pvalues adjPvalues Taxonomy

3 227361 7 -9.429578567 0.77997283 0 0 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Bacteroidaceae;	Bacteroides;	uncultured	bacterium
1 211043 13 -9.106288687 0.91137042 0 0 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Rikenellaceae;	Alistipes;	uncultured	bacterium
24 21575 2 -7.988970788 0.71306458 0 0 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminococcaceae	UCG-014;	uncultured	bacterium
13 37987 2 -7.223910774 2.14855275 0.00077318 0.00258847 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Rikenellaceae;	Alistipes;	uncultured	bacterium
25 6009 2 -6.959692065 0.54559945 0 0 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Clostridiales	vadinBB60	group;	uncultured	bacterium
6 62369 2726 -2.314711769 0.70126421 0.0009642 0.00309347 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Clostridiaceae	1;	Clostridium	sensu	stricto	1;	uncultured	bacterium

417 2 10 1.5254866 0.64196089 0.01748761 0.0396043 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
215 195 429 1.787334116 0.58616935 0.00229469 0.00679582 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Anaerotruncus;	uncultured	bacterium
113 419 1953 1.907430615 0.70857292 0.00710393 0.01886215 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnoclostridium;	uncultured	bacterium
198 75 331 2.070984732 0.58562834 0.0004057 0.00156195 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Anaerotruncus;	uncultured	bacterium
316 6 36 2.082211256 0.8231916 0.01142457 0.02665733 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminiclostridium	9;	uncultured	bacterium
233 71 237 2.122845597 0.83791131 0.01129308 0.02665733 Bacteria;	Firmicutes;	Erysipelotrichia;	Erysipelotrichales;	Erysipelotrichaceae;	Allobaculum;	uncultured	bacterium
204 87 317 2.169000454 0.82486908 0.00855083 0.02194714 Bacteria;	Firmicutes;	Erysipelotrichia;	Erysipelotrichales;	Erysipelotrichaceae;	Allobaculum;	uncultured	bacterium
36 1978 6499 2.377100887 0.75917999 0.00174128 0.00536313 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Coprococcus	1;	uncultured	bacterium

278 16 80 2.450694296 1.04309101 0.01880097 0.04136213 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
114 151 788 2.484089761 0.57108355 1.36E-05 8.43E-05 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	uncultured;	uncultured	bacterium
94 450 2308 2.511076072 0.47494124 1.24E-07 1.06E-06 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Clostridiales	vadinBB60	group;	uncultured	bacterium
91 202 699 2.54440409 1.09855706 0.02055102 0.04395634 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Roseburia;	uncultured	bacterium

140 101 337 2.582469639 0.7646622 0.0007321 0.002573 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
133 149 807 2.68737689 0.64165419 2.81E-05 0.00013532 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
130 83 715 2.720727656 0.64352134 2.36E-05 0.0001211 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
62 1118 5994 2.897476632 0.70856705 4.33E-05 0.00019606 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Oscillibacter;	uncultured	bacterium

191 16 381 2.999683063 0.58492009 2.92E-07 2.25E-06 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
63 712 4693 3.042073323 0.77851042 9.32E-05 0.00039884 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	UCG-008;	uncultured	bacterium

242 28 466 3.196185964 0.6643217 1.50E-06 1.05E-05 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	FCS020	group;	uncultured	bacterium
263 29 297 3.296055708 0.75941578 1.42E-05 8.43E-05 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Coprococcus	1;	uncultured	bacterium
255 68 379 3.414652804 1.01141158 0.00073514 0.002573 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Oscillibacter;	uncultured	bacterium
65 212 2690 3.562579198 0.96077608 0.00020888 0.00084653 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	NK4A136	group;	uncultured	bacterium

181 96 590 3.643148084 1.42627775 0.01064001 0.02642841 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	NK4A136	group;	uncultured	bacterium
103 148 1373 3.86157593 1.34993492 0.00422887 0.01162941 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	NK4A136	group;	uncultured	bacterium
152 17 338 3.99771719 0.68988429 6.84E-09 6.59E-08 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
335 2 124 4.241750545 0.60700161 2.79E-12 3.58E-11 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	UCG-008;	uncultured	bacterium
119 15 569 4.265692317 0.61537344 4.15E-12 4.57E-11 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
15 2105 22967 4.593563496 1.56806208 0.0033956 0.00968374 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium

137 25 821 4.604617029 1.08625495 2.25E-05 0.0001211 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	UCG-001;	uncultured	bacterium
2 23 48841 8.579573366 0.87424403 0 0 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Bacteroidaceae;	Bacteroides;	uncultured	bacterium

Msh2VCMinETBF	vs	Msh2VCMinMock
OTU counts	in	Msh2VCMin	Mock counts	in	Msh2VCMinETBF logFC	of	Msh2VCMinETBF/Msh2VCMin	mock se pvalues adjPvalues Taxonomy

10 26455 2 -8.966932901 0.71060562 0 0 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Porphyromonadaceae;	Parabacteroides;	uncultured	bacterium
1 122356 10 -8.734251245 0.77947849 0 0 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Rikenellaceae;	Alistipes;	uncultured	bacterium
3 53732 7 -8.409535426 0.67689973 0 0 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Bacteroidaceae;	Bacteroides;	uncultured	bacterium
7 7871 2 -8.071420059 0.5499104 0 0 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
26 4122 2 -7.112404916 0.70867769 0 0 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Porphyromonadaceae;	Odoribacter;	uncultured	bacterium
71 1752 3 -6.019707285 0.73926763 4.44E-16 4.38E-15 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Rikenellaceae;	Alistipes;	uncultured	bacterium
74 4291 32 -5.031201564 0.68807713 2.63E-13 2.27E-12 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Clostridiales	vadinBB60	group;	unidentified
16 6384 90 -4.94643258 1.18289132 2.89E-05 0.0001051 Bacteria;	Verrucomicrobia;	Verrucomicrobiae;	Verrucomicrobiales;	Verrucomicrobiaceae;	Akkermansia;	uncultured	bacterium
11 2801 55 -4.768785259 0.94207632 4.15E-07 2.39E-06 Bacteria;	Firmicutes;	Erysipelotrichia;	Erysipelotrichales;	Erysipelotrichaceae;	Turicibacter;	uncultured	bacterium
76 168 15 -2.719092112 0.76579528 0.00038424 0.00110469 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium

361 23 3 -2.172724934 0.58990842 0.00023036 0.00069109 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminiclostridium	9;	uncultured	bacterium
122 429 75 -1.600384329 0.71377422 0.02495209 0.04653228 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Tyzzerella;	uncultured	bacterium
150 97 32 -1.532085198 0.52286806 0.00338791 0.00754084 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminiclostridium	9;	uncultured	bacterium
121 60 421 1.42116994 0.50960709 0.00529109 0.0107378 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
124 109 831 1.452263602 0.58382843 0.01286504 0.02465799 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
202 82 505 1.458953871 0.50891354 0.00414644 0.00894075 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	uncultured;	[Clostridium]	leptum
287 5 49 1.691645006 0.57381365 0.00319761 0.0073545 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
57 319 3100 1.751208804 0.49624848 0.0004173 0.00111747 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
96 310 2876 1.814406506 0.51450505 0.00042108 0.00111747 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	uncultured;	uncultured	bacterium
82 92 863 1.857853221 0.49423019 0.00017054 0.00053486 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium

336 2 25 1.915061783 0.56576491 0.00071202 0.00181961 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
48 930 7568 1.932045907 0.68157569 0.00458723 0.00959147 Bacteria;	Verrucomicrobia;	Verrucomicrobiae;	Verrucomicrobiales;	Verrucomicrobiaceae;	Akkermansia;	uncultured	bacterium

191 22 270 2.01918495 0.53535802 0.00016217 0.00053284 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
61 205 1590 2.025040361 0.60745224 0.00085711 0.00211216 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminiclostridium	9;	uncultured	bacterium

209 15 275 2.337350114 0.53110046 1.08E-05 4.37E-05 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
68 64 863 2.378793113 0.52820814 6.68E-06 2.88E-05 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Oscillibacter;	uncultured	bacterium

259 26 207 2.414952728 0.8015173 0.00258699 0.00615525 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	uncultured;	uncultured	bacterium
291 16 212 2.422657128 0.57075068 2.19E-05 8.39E-05 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	uncultured;	uncultured	bacterium
17 3631 33589 2.553870944 0.97520646 0.00882396 0.01739581 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Clostridiales	vadinBB60	group;	uncultured	bacterium
63 97 1691 2.622498111 0.55733813 2.53E-06 1.25E-05 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	UCG-008;	uncultured	bacterium
55 327 5779 2.679398032 0.56366347 2.00E-06 1.06E-05 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium

183 3 60 2.966824392 0.52034293 1.19E-08 9.10E-08 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminiclostridium;	uncultured	bacterium
103 25 1140 3.060513741 0.66673362 4.43E-06 2.04E-05 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	NK4A136	group;	uncultured	bacterium
140 12 484 3.098599355 0.56058118 3.25E-08 2.24E-07 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
60 53 918 3.249329368 0.79211102 4.09E-05 0.00014124 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Roseburia;	uncultured	bacterium
15 29 3931 5.13140699 0.95166055 6.97E-08 4.37E-07 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
91 5 3016 6.005207375 0.57600434 0 0 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Roseburia;	uncultured	bacterium
2 8 306219 26.00015869 0.13252343 0 0 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Bacteroidaceae;	Bacteroides;	uncultured	bacterium

Msh2VCMin	ETBF	vs	Min	ETBF
OTU counts	in	Min	ETBF counts	in	Msh2VCMin	ETBF logFC	of	Msh2VCMin	ETBF/Min	ETBF se pvalues adjPvalues Taxonomy

5 55305 47 -7.337535789 0.96504187 2.89E-14 9.96E-13 Bacteria;	Firmicutes;	Erysipelotrichia;	Erysipelotrichales;	Erysipelotrichaceae;	Allobaculum;	uncultured	bacterium
38 5642 2 -7.300407683 0.54935369 0 0 Bacteria;	Firmicutes;	Erysipelotrichia;	Erysipelotrichales;	Erysipelotrichaceae;	Allobaculum;	uncultured	bacterium
11 18715 55 -6.146470136 0.94927944 9.49E-11 2.18E-09 Bacteria;	Firmicutes;	Erysipelotrichia;	Erysipelotrichales;	Erysipelotrichaceae;	Turicibacter;	uncultured	bacterium
36 6499 281 -3.050378414 0.48340365 2.79E-10 4.81E-09 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Coprococcus	1;	uncultured	bacterium
94 2308 150 -2.832908875 0.58708479 1.40E-06 1.61E-05 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Clostridiales	vadinBB60	group;	uncultured	bacterium

198 331 21 -2.720349833 0.55048756 7.74E-07 1.07E-05 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Anaerotruncus;	uncultured	bacterium
190 778 63 -2.272947406 0.86022069 0.0082349 0.04058627 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	UCG-001;	uncultured	bacterium
162 356 27 -2.226139215 0.60277913 0.00022151 0.0021835 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	NK4A136	group;	uncultured	organism
289 125 19 -1.831812491 0.61874974 0.00307134 0.01926567 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnoclostridium;	uncultured	bacterium
15 22967 3931 -1.829680398 0.67247196 0.00651187 0.0369384 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacterium
91 699 3016 1.72724939 0.64001109 0.00695941 0.0369384 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Roseburia;	uncultured	bacterium
2 48841 306219 2.003563772 0.57178066 0.00045819 0.0035128 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Bacteroidaceae;	Bacteroides;	uncultured	bacterium

174 159 1068 2.133761195 0.64294285 0.00090424 0.00623926 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Bacteroidaceae;	Bacteroides;	uncultured	bacterium
283 26 309 2.646611598 0.73243266 0.00030215 0.002606 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Prevotellaceae;	Prevotella	9;	uncultured	bacterium



Heatmap	OTUs
OTUi OTU Taxonomy superkingdom phylum class order family genus

1 1 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Rikenellaceae;	Alistipes;	uncultured	bacteriumBacteria BacteroidetesBacteroidia BacteroidalesRikenellaceaeAlistipes
2 2 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Bacteroidaceae;	Bacteroides;	uncultured	bacteriumBacteria BacteroidetesBacteroidia BacteroidalesBacteroidaceaeBacteroides
3 3 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Bacteroidaceae;	Bacteroides;	uncultured	bacteriumBacteria BacteroidetesBacteroidia BacteroidalesBacteroidaceaeBacteroides
4 6 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Clostridiaceae	1;	Clostridium	sensu	stricto	1;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Clostridiaceae	1Clostridium	sensu	stricto	1
5 7 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
6 10 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Porphyromonadaceae;	Parabacteroides;	uncultured	bacteriumBacteria BacteroidetesBacteroidia BacteroidalesPorphyromonadaceaeParabacteroides
7 11 Bacteria;	Firmicutes;	Erysipelotrichia;	Erysipelotrichales;	Erysipelotrichaceae;	Turicibacter;	uncultured	bacteriumBacteria Firmicutes ErysipelotrichiaErysipelotrichalesErysipelotrichaceaeTuricibacter
8 13 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Rikenellaceae;	Alistipes;	uncultured	bacteriumBacteria BacteroidetesBacteroidia BacteroidalesRikenellaceaeAlistipes
9 15 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
10 16 Bacteria;	Verrucomicrobia;	Verrucomicrobiae;	Verrucomicrobiales;	Verrucomicrobiaceae;	Akkermansia;	uncultured	bacteriumBacteria VerrucomicrobiaVerrucomicrobiaeVerrucomicrobialesVerrucomicrobiaceaeAkkermansia
11 17 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Clostridiales	vadinBB60	group;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Clostridiales	vadinBB60	groupNA
12 24 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminococcaceae	UCG-014;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales RuminococcaceaeRuminococcaceae	UCG-014
13 25 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Clostridiales	vadinBB60	group;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Clostridiales	vadinBB60	groupNA
14 26 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Porphyromonadaceae;	Odoribacter;	uncultured	bacteriumBacteria BacteroidetesBacteroidia BacteroidalesPorphyromonadaceaeOdoribacter
15 36 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Coprococcus	1;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeCoprococcus	1
16 48 Bacteria;	Verrucomicrobia;	Verrucomicrobiae;	Verrucomicrobiales;	Verrucomicrobiaceae;	Akkermansia;	uncultured	bacteriumBacteria VerrucomicrobiaVerrucomicrobiaeVerrucomicrobialesVerrucomicrobiaceaeAkkermansia
17 55 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
18 57 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
19 60 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Roseburia;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeRoseburia
20 61 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminiclostridium	9;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales RuminococcaceaeRuminiclostridium	9
21 62 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Oscillibacter;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales RuminococcaceaeOscillibacter
22 63 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	UCG-008;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeLachnospiraceae	UCG-008
23 65 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	NK4A136	group;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeLachnospiraceae	NK4A136	group
24 68 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Oscillibacter;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales RuminococcaceaeOscillibacter
25 71 Bacteria;	Bacteroidetes;	Bacteroidia;	Bacteroidales;	Rikenellaceae;	Alistipes;	uncultured	bacteriumBacteria BacteroidetesBacteroidia BacteroidalesRikenellaceaeAlistipes
26 74 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Clostridiales	vadinBB60	group;	unidentifiedBacteria Firmicutes Clostridia Clostridiales Clostridiales	vadinBB60	groupunidentified
27 76 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
28 82 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
29 91 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Roseburia;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeRoseburia
30 94 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Clostridiales	vadinBB60	group;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Clostridiales	vadinBB60	groupNA
31 96 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Ruminococcaceaeuncultured
32 103 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	NK4A136	group;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeLachnospiraceae	NK4A136	group
33 113 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnoclostridium;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeLachnoclostridium
34 114 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Ruminococcaceaeuncultured
35 119 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
36 121 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
37 122 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Tyzzerella;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeTyzzerella
38 124 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
39 130 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
40 133 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
41 137 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	UCG-001;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeLachnospiraceae	UCG-001
42 140 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
43 150 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminiclostridium	9;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales RuminococcaceaeRuminiclostridium	9
44 152 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
45 181 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	NK4A136	group;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeLachnospiraceae	NK4A136	group
46 183 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminiclostridium;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales RuminococcaceaeRuminiclostridium
47 191 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
48 198 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Anaerotruncus;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales RuminococcaceaeAnaerotruncus
49 202 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	uncultured;	[Clostridium]	leptumBacteria Firmicutes Clostridia Clostridiales Ruminococcaceaeuncultured
50 204 Bacteria;	Firmicutes;	Erysipelotrichia;	Erysipelotrichales;	Erysipelotrichaceae;	Allobaculum;	uncultured	bacteriumBacteria Firmicutes ErysipelotrichiaErysipelotrichalesErysipelotrichaceaeAllobaculum
51 209 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
52 215 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Anaerotruncus;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales RuminococcaceaeAnaerotruncus
53 233 Bacteria;	Firmicutes;	Erysipelotrichia;	Erysipelotrichales;	Erysipelotrichaceae;	Allobaculum;	uncultured	bacteriumBacteria Firmicutes ErysipelotrichiaErysipelotrichalesErysipelotrichaceaeAllobaculum
54 242 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	FCS020	group;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeLachnospiraceae	FCS020	group
55 255 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Oscillibacter;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales RuminococcaceaeOscillibacter
56 259 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Ruminococcaceaeuncultured
57 263 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Coprococcus	1;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeCoprococcus	1
58 278 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
59 287 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
60 291 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Ruminococcaceaeuncultured
61 316 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminiclostridium	9;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales RuminococcaceaeRuminiclostridium	9
62 335 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	Lachnospiraceae	UCG-008;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales LachnospiraceaeLachnospiraceae	UCG-008
63 336 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured
64 361 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Ruminococcaceae;	Ruminiclostridium	9;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales RuminococcaceaeRuminiclostridium	9
65 417 Bacteria;	Firmicutes;	Clostridia;	Clostridiales;	Lachnospiraceae;	uncultured;	uncultured	bacteriumBacteria Firmicutes Clostridia Clostridiales Lachnospiraceaeuncultured


