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Plasmid pKPHS2

Total length 111.19Kb
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Figure S1. Schematic maps of sequenced plasmids. Genes are denoted by arrows
and are colored based on gene function classification. The innermost circle presents
GC-Skew [(G-C)/(G+C)] with a window size of 500 bp and a step size of 20 bp. The
following circle presents GC content. Backbone and accessory module regions are also

shown.



