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Fig.	S7	-	SlmA	has	a	higher	affinity	for	a	synthe3c	SBS	that	represents	the	consensus	sequence	for	SlmA	binding	in	
E.	coli	compared	to	the	SBS	present	in	Pchb.	(A)	EMSAs	performed	where	the	indicated	SBS	sequence	containing	
probes	were	incubated	with	(from	le?	to	right):	0	nM,	7.5	nM,	15	nM,	30	nM,	60	nM,	120	nM,	and	240	nM	of	
purified	SlmA.	Data	are	representaLve	of	at	least	two	independent	experiments.	(B)	Labeled	Vc	SBS	from	Pchb	(0.2	
nM)	was	incubated	with	increasing	concentraLons	of	unlabeled	Vc	SBS	from	Pchb	or	the	consensus	SBS	from	E.	
coli.	ConcentraLons	of	unlabeled	“cold	compeLtor”	probe	from	le?	to	right	are:	0	nM,	0.2	nM,	0.4	nM,	0.8	nM,	
1.6	nM,	3.2	nM,	6.4	nM,	12.8	nM,	25.6	nM,	51.2	nM,	and	200	nM.		
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