Figure S3) Graphs depicting all significant marker effects obtained
from model ‘IBS-M’ in the major QTL regions of HEB-25.
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The presented interval spans 26 cM within the QTL position detected by model ‘IBD-MxF’
(indicated by a light blue background) in its centre. Each dot represents the mean wild
effect estimate of a marker detected in 100 cross-validation runs of model ‘IBS-M’. Those
effects were first multiplied by the parental marker genotypes. Then, the obtained products
were summed up to obtain parent-specific effects of the respective QTL (so-called
cumulation method).



Mean wild allele effect estimate ('IBS-M')

Mean wild allele effect estimate ('IBS-M")

HEA-2H-57 ('IBD-MxF")

o]
10 5
5_
=]
5]
o 2 2 2] °
0 8 g’o (v 08 Q @
° o et ek B © R B
8 o o @ o
-5
104
o]
| T T T T T T T T I T T T T T T T T |
44 57 70
Genetic position [cM]
HEA-3H-107.8 ('IBD-MxF")
Q
© 8
15 o]
o o]
@ o
|:]_
o9 & =]
o
o] o 2]
© 50:9
7 ° o go )
o Q
O
fo] =]
24 o 4
-3
o
I T T T T T T T T T | T T T T T T T T T T |
848 1078 1208

Genetic position [cM]



Mean wild allele effect estimate ('IBS-M')

Mean wild allele effect estimate ('IBS-M')

HEA-4H-3.5 ('IBD-MxF")

Genetic position [cM]

1 ¢ ?
@ @
Q
L=}
D_
=}
=]
o 8
Lo}
-1 = é g
[+]
2
I T T I T I
95 35 16.5
Genetic position [cM]
HEA-4H-113.4 ('IBD-MxF")
2.04
[#]
Q
2.5
o]
8 g © g
0.0
o & s} ogc' g
So
o]
254
-9.0 4
[&]
-1.54 — — |
1004 1134 1264



Mean wild allele effect estimate ('IBS-M')

Mean wild allele effect estimate ('IBS-M")

HEA-5H-125.5 ('IBD-MxF")

44
o
o
7 o
o © 8
Q o o ©
=] 80 o 8 (4] [&]
&  °3 8 8o 3 0 °
0 ¢
8 . o @ [+ 15) Oo Q0
a g e 9 © o 8 e @800 e
e g o A o o
(%] o o
o 5] H o <
-2 o
o
o
I T T T T T T T T T T T T | T T T T T T T T T |
1125 1255 13685
Genetic position [cM]
HEA-7H-34.3 ('IBD-MxF")
4
o
o
o
o
- o o o
<7 o
o o ?
H =%
o
o
Oo o g B ° o ? e )
o o
0 :
© o % : g o
8
°f O% ’ & | ° o
R
2
o
I T T T T T T T T T T T T I T T T T T T T T T T T I
213 3473 473

Genetic position [cM]



Mean wild allele effect estimate ('IBS-M')

Mean wild allele effect estimate ('IBS-M")

TGW-4H-14.9 ('IBD-MxF')

—
491

Genetic position [cM]

[90]

s}
14 8
o Q
| o
=]
0_
8 o ° 3
a o
Lo} @ o o
iy 1 o
o]
o =]
I T T I T I
13 149 27.
Genetic position [cM]
TGW-6H-49.1 ('IBD-MxF")
10 4 o o
o]
5
o
o]
© O@ 5] %oo @@3 o ©
0 & %g g goo Qgg Soé O H aoéé
a e} o 2 o]
o
54
o
10 4
o}

[T




Mean wild allele effect estimate ('IBS-M')

Mean wild allele effect estimate ('IBS-M")

THR-1H-97.9 ('IBD-MxF')

o
3
2 o
o
o
14 o (o]
o ° o
; 3
Qg5 o 8 o] 8 8 88
0 :
o g o o] 2] o e
é OQ‘" OO . 8 g OO o
-1 o o @ 8
[e] O
o
_2_ I T T T T T T T T T T T T | T T T T T T T T |
549 979 1109
Genetic position [cM]
THR-2H-69.3 ('IBD-MxF")
o
o H °©
e}
0.5+
o o
: o § © E’b o g
o8 o
@ B 8 o o
o
0.0 4 4
$: | : 1L S o8
% g o] o 0@ o} 8 o
o . g
-0.5 ) © o
&
o é H
o
-1.04
I T T T T T T T T T T T T | T T T T T I
56.3 69.3 82.3

Genetic position [cM]



Mean wild allele effect estimate ('IBS-M')

GrCol-1H-116.8 ('IBD-MxF")

1.5
o
1.0 4 o
° 8
o o
05+ o @
© o
o o o
° 8 % &8
o 9 :
00de os 8 6
o] D
o] o o] Q [¢]
0 o g
o e @ H
—05_ o @
&
o o]
o
%4
_10_ I T T T T T T T T T T T T | ? T T T T
1038 116.8

Genetic position [cM]




