Supplementary table 8: Complete sequence and structure of snoRNAs in the SNORD116 cluster are
listed.

Probe set | TTANSCriPt|Transer| qu e | Eypression Sequence (5'-C box-ASE 2-C' box-D' box-ASE 1-D box-3') ASE1 3'5' | ASE2 3'-5'
Name | iptID

HBII85-24_x_st ;gfkuu&u— gg‘;gggo SNOG2 :r'ﬁ:;“ms“'“e“ GGATCGATGATGACTTTTATACATGCATTCCTTGGAAAGCTGAACAAAATGAGTGAAAACTCTATACCGTCATCTTCGTTGAACTGAGGTCC g:f;ccfg;rg:cmc g:;\:ﬁigccm\ccm
HBII-85-21_x_st Zgionnne-zu- sg;;gggo SNOG2 ::5:;"5"6'“'3“" GGATCGATGATGACTTCCACATATACATTCCTTGGAAAGCTGAACAAAATGAGTGAAAACTCTATACCGTCATCCTCGTCGAACTGAGGTCC ;é:ﬁ;gcg::;:cmc f:::fcﬂCCWACATA
HBII-85-20_x_st igzonnne-zu- ;g;:gggo SNOG2 ::i:;"E"G"E'a'ed GGATCGATGATGACTTCCATATATACATTCCTTGGAAAGCTGAACAAAATGAGTGAAAACTCTATACTGTCATCCTCGTCGAACTGAGGTCC ‘c\:fggfg‘f:;:mm f:f:&ﬂccm\c"“
HBII-85-23_x_st iggkuu&za— gg‘ggggo SNOG2 ::i:p'“ms“'md GGATCGATGATGACCTCAATACATGCATTCCTTGGAAAGCTGAACAAAATGAGTGAAAACTCTATACCGTCGTCCTCGTCAAACTGAGGTCC ‘c“:?g?fg::licmc g::\:f;?cccm\ccm
HBII85-11_st ;gfkuusm— gg‘;gggo SNOG2 :r'ﬁ:;“ms“'“e“ GGATCAATGATGACTTCCATACGTGGGTTCCTTGGAAAGTTGAACAAAATGAGTGAAAACTTTATACTGTCATCCTCTTCAAACTGAGGTCC :?:ﬁ;gxx“mm LGC‘;‘T\:?ESQCCCWGGGT
HBII-85-14_x_st Z:f"mle'“' sg;gggo SNOG2 ::i:;"“s"s'a'ed GGATCGATGATGACTTCCATATATACATTCCTTGGAAAGCTGAACAAAATGAGTGAARACTCTATACCGTCATTCTCGTCGAACTGAGGTCC ‘é:f:;f&f;:cm fﬁx&e;gccm\cm\
HBII-85-16_x_st Zgionnne-le- sg;;gggo SNOG2 ::5:;"5"6'“'3“" GGATCGATGATGACTTTCATACATGCATTCCTTGGAAAGCTGAACAAAATGAGTGAAAACTCTATACCGTCATCCTCGTCGAACTGAGGTCC ;é:ﬁ;gcg::;:cmc (C;:?:gs:cccm\cen
HBII-85-17_x_st ig?kmw'ﬂ' gg‘;gggo SNOG2 ::i:p'“ms“'md GGATCGATGATGACTTCCATATATACATTCCTTGGAAAGCTGAACAAAATGAGTGAAAACTCTATACCGTCATCCTCGTCGAACTGAGGTCC ‘c“:fg?fg::;:cmc f:f:gﬂccm\um
HBII-85-15_x_st iggkuusas— gg‘ggggo SNOG2 ::i:p'“ms“'md GGATCGATGATGACTTCCATATATACATTCCTTGGAAAGCTGAACAAAATGAGTGAAAACTCTATACCGTCATCCTCGTCAAACTGAGGTCC ;c\:;\gccchT:::cmc f:f:gﬂccm\um
HBII-85-22_x_st Z:f"mle'zz' sg;gggo SNOG2 ::i:;"“s"s'a'ed GGATCGATGATGACTTCCATATGTACATTCCTTGGAAAGCTGAACAAAATGAGT GAAAACTCTATACCGTCATCCTCGTCGAACTGAGGTCC ;C\:Teggcg::;:crec fﬁx&e;gccm\cme
HBII-85-18_x_st Zgionnne-m- 52'5;3220 SNOG2 ::5:;"5"6'“'3“" GGATCGATGATGACTTCCTTATATACATTCCTTGGAAAGCTGAACAAAATGAGTGAAAACTCTATACCGTCATCCTCGTCGAACTGAGGTCC ;é:ﬁ;gcg::;:cmc f:&if_:éccm\c"“
HBII-85-27_x_st iglonnne-u- ;:i;gggo SNOG3 ::i:;"E"G"E'a'ed GGATCGATGATGACTTAAAGATTTATCTAATTTAAATCTGAACAAAATGAGTGACCAAAACACTTCTGTACCACTTCTGTGAGCTGAGGTCC f?ﬁzig:::ggﬁm mﬁcﬁumnwne
HBII-85-28_st ig;}kuue—zs— ggﬂgggo SNOG3 :’:::xlf;’;‘:’::s“’""" GGATGGATGACGACTTAAAAATGAATCTCGTTGGAATCTGAGCAAAACGAGTGAGCAAACCACTTCTGTGCAGTTCTGTGAACTGAGGTCA ::TGCTAGCTSIEQETGT ;:AAiﬁTTgGCTCTMGTA
HBII-85-13_x_st igfkmw'ﬁ' Z;‘;;gggo SNOG2 :’::::;’;‘:’::5“’""" GGACCAATGATGACTTCCATACATGCATTCCTTGGAAAGCTGAACAAAATGAGTGGGAACTCTGTACTATCATCTTAGTTGAACTGAGGTCC é:igsﬁgzégcmr ?:TA:CGCGWTLCCWACGTA
HBII-85-8_x_st ;::?RDMG'B' E';;;gggo SNOGL :ﬁ::f;’;z’::sm"‘" GGATCGATGATGAGTCCTCCAAARAAACATTCCTTGGAAAAGCTGAACAAAATGAGTGAGAACTCATACCGTCGTTCTCATCGGAACTGAGGTCE ‘C\CAES:CTTASACGT;GCTG i::::sfgff:““
HBII-85-1_x_st ;glonune-l- ;';;Eggo SNOG1 :ﬁe'ifxf;‘;':fi""‘" GGATCGATGATGAGTCCCCTATAAAAACATTCCTTGGAAAAGCTGAACAAAATGAGTGAGAACTCATAACGTCATTCTCATCGGAACTGAGGTCC ‘C\:if:g:g:&“m i::::f&gﬁzﬁ“‘“
HBII-85-2_x_st igfw““' gg‘;}gggo SNOG1 :’:::xlf;’;‘:’::s“’""" GGATCGATGATGAGTCCCCAAAAAAAACATTCCTTGGAAAAGCTGAACAAAATGAGTGAAAACTCATACCGTCATTCTCATCGGAACTGAGGTCC ::ff:gfggrcm i::::ifggg??““
HBII-85-29_st ;gfw““g' gg‘;}gggo SNOG3 :’:::xlf;’;‘:’::s“’""" GGATCGATGATGACTTAAAAAAATGGAAACCTTGGAAATCTGAACAAAATGAGTGACCAAGACACTTCTGTGAGCTGAGGTCC g:fTGTCWCACAGAA ;:AA:iGAH?MAGGTA
HBII-85-25_s_st ;':?RDMG'ZS' E:i;gggo SNOG3 :ﬁ::f;’;z’::sm"‘" GGATCGATGATGACTTTAAAATGGATCTCATCGGAATCTGAACAAAATGAGTGACCAAATCACTTCTGTGCCACTTCTGTGAGCTGAGGTCC %ﬁ;fg:::fgfm m?_?fg“mmmn
HBII-85-5_x_st zsionune-s- E';:;gggo SNOG1 :ﬁ::f;’;z’::m"‘" GGATCGATGATGAGTCCCCCATAAAAACATTCCTTGGAAAAGCTGAACAAAATGAGTGAGAACTCATACCGTCGTTCTCATCAGAACTGAGGTCC ‘C\CA:::CT:CC;:;GCTG i::?:?&?séﬁACAA
HBII-85-3_x_st igfw““' gg‘;}gggo SNOG1 :’:::xlf;’;‘:’::s“’""" GGATCGATGATGAGTCCCCCATAAAAACATTCCTTGGAAAAGCTGAACAAAATGAGTGAGAACTCATACCGTCGTTCTCATCGGAACTGAGGTCC ::ff:g&f:&acm i::::gfggccém‘c“
HBII-85-26_x_st ;gf““‘”& g:gﬁ:ﬂ SNOG3 ::i:;"m"'me"e'a'ed GGATCGATGATGACTATAAAAAAAATGGATCTCATCGGAATCTGAACAAAATGAGTGACCAAATCATTTCTGTGCCACTTCTGTGAGCTGAGGTCC %f;igngm mﬂ:ﬁgwem
HBlkgs-a_x st [SNORPHEA | EISS0%0 | snog ::5:;"”"'“5"9'““ GGATC CCCCCAAARARACATTCCT TGAAC CTCATACCGTCGTTCTCAGCGGAACTGAGGTCC G | e et TAcA
HBII-85-10_st ig;muue-m E::;ggzo SNOG2 ::i:;"""""m"e'md AGGTTGATGATGACTTACATATATACGTTTTTTTTTTTTTTTTGGAAAGGTGAACAAAATGAGTGAAAACTCAGTACCATCATCCTCATCTAACTGAGGTCC ::;iggic;:cucc m‘;‘;%’#&&;&
HBII-85-6_x_st ;g;muue-s- g;‘mg" SNOGL ::i::‘ ERG-related | g arc cTCcs CATTCCT CTGAACAAAA TCATACCGTCATTCTCATCGGAACTGAGGTCC ‘éﬁfigﬁm‘dﬁ mﬁgggg?m
HBII-85-12_x_st ;gf““‘“z' §§'§I‘j§§° SNOG2 ::i:;"m"'me"e'a'ed GGATCAATGATGACTTCCATATATACATTCCTTGGAAAGCTGAATAAAATGAATGAAAACTCTATACCATCATCCTCATTGAACTGAGGTCC xﬁg@fxzzﬁcuc f:_?:&f;zcm”"”

SNORD116 cluster snoRNAs share highly similar structures that include the typical C box (consensus
sequence AUGAUGA) near the 5’ end, D box (consensus sequence CUGA) near the 3’end, and the C’
and D' boxes in the middle of the molecule (consensus sequence CTGAACAAAATGAGTG). Two
antisense elements (ASE 1 and ASE 2) are located immediately upstream D and D’ boxes,
respectively. In the canonical snoRNAs, ASEs guide the complementarity to target RNA molecule (the
residue base paring with the fifth nucleotide upstream D or D’ box will be target of modification).
When ASE 1 and ASE 2 of SNORD116 cluster are grouped in antisense direction (3’-5’) and according
to the first 10-12 nucleotide sequence upstream D or D’ box, different ASE motifs can be identified
(listed in the table). Interestingly, the snoRNAs up-regulated in ERG-related patients share highly
similar ASEs motifs.

In the table, snoRNA transcripts name and ID according to  Ensembl
(http://www.ensembl.org/index.html), snoRNA groups (SNOG) according to Castle et al., 2010 [16].




