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1 Supplementary Tables and Figures

1.1 Supplementary Tables

Supplementary Table 1. Significantly altered fecal metabolites in sucralose-treated mice compared
to controls.

Identified metabolites Fold p- m/z retention Matched fragment
Change value time
Quinolinic acid 545 0.000 168.0287 8.1 66, 94

2,3-Didehydro-pimeloyl-CoA 401 0.021 908.1711 111 136, 890
3-(3-Ethyloxiranyl)-2-propenal 3.32 0.025 149.0582 10.9 77,91, 149

N-Acetylhistidine 3.06 0.000 236.0416 2.1 54, 60, 108, 110,
134, 180.
5,8,11,14-all-cis- 282 0.018 426.3371 17.8 44,62

tetracosanoylethanolamide/17,1
7-dimethyl-5,8,11,14-all-cis-
docosatetraenoylethanolamide/(
16,16-dimethyldocosa-cis-
5,8,11,14-tetraenoyl)
ethanolamine

2-Oxosuccinamate 2.66 0.000 169.9847 2.0 58, 70, 96, 97
Ne,Ne dimethyllysine 258  0.024 213.0984 1.5 84, 102, 110, 129,
139
L-gamma-glutamyl-L- 221 0.007 261.1453 8.5 56, 69, 84, 86, 102,
isoleucine 130, 198, 226
L-gamma-glutamyl-L-leucine 221 0.007 261.1453 8.5 56, 69, 84, 86, 102,
130, 198, 226
PG(18:4(6Z,92,127,157)/0:0) 2.15 0.047 505.2557 4.0 213, 231, 487
2-aminomuconic acid 2.09 0.001 158.0456 2.8 68, 85, 95, 98, 114,
122, 158

L-prolyl-L-proline 201 0.034 213.125 7.9 70, 98, 195
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PA(13:0/20:5(52,82,11Z,14Z,1
72))/PA(20:5(52,82,117,142,1
72)/13:0)
p-Hydroxyphenylacetic acid
(20R/S)-24-
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1.2 Supplementary Figures
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Supplementary Figure 1. Enrichment of bacterial genes related to tryptophan metabolism in the
gut microbiome of sucralose-treated mice (*p<0.05).
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Supplementary Figure 2. Increase of bacterial genes of antioxidative enzymes in the gut
microbiome of sucralose-treated mice (*p<0.05, **p<0.01)



