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Arc function
‘ . protein-protein interaction enrichment p-value: 1.52E-09
— =/ . enriched biological processes (GO), FDR<1.00E-04
. G0:0048666 neuron development, FDR=3.42E-05
. G0:0048812 neuron projection morphogenesis, FDR=3.42E-05
L map2 . G0:0030182 neuron differentiation, FDR=7.56E-05
ot . G0:0031175 neuron projection development, FDR=7.56E-05
. enriched molecular functions (GO), FDR<1.00E-04
. G0:0005515 protein binding, FDR=1.62E-07
. enriched cellular components (GO), FDR<1.00E-05
. G0:0042995 cell projection, FDR=2.25E-08
d G0:0097458 neuron part, FDR=9.02E-08
. G0:0043005 neuron projection, FDR=1.47E-07
. G0:0036477 somatodendritic compartment, FDR=5.40E-06
e . G0:0045202 synapse, FDR=5.70E-06
@ . G0:0031090 organelle membrane, FDR=6.26E-06
. G0:0030425 dendrite; FDR=7.59E-06

CAMK2B

o

UBE3A
8%
AN/

CYFIP1

ARC expression
FMR1 @MKNM . protein-protein interaction enrichment p-value: 3.19E-04
O/ . enriched biological processes (GO), FDR<1.00E-03
HNF4A . G0:0006417 regulation of translation, FDR=2.25E-04
@ m . G0:2000112 regulation of cellular macromolecule biosynthetic process, FDR=2.92E-04
MKNK2 - *  G0:0051171 regulation of nitrogen compound metabolic process, FDR=4.20E-04
@ . enriched molecular functions (GO), FDR<0.01
HNRNPA2B1 mCREBl . G0:0003705 transcription factor activity,
\./ RNA polymerase Il distal enhancer sequence-specific biding, FDR=0.002
. enriched cellular components (GO), FDR<1.00E-03
. G0:0005654 nucleoplasm, FDR=2.52E-04
d G0:0005634 nucleus, FDR=5.51E-04
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