S1 Fig. Phylogenetic analysis of the native arbuscular mycorrhizal

fungal community.

The analysis is based on sequences of partial kuwganit of nuclear ribosomal DNA, the
most parsimonious tree is presented. Bootstrapesahigher than 50% are indicated by
numbers above or below branches. The sequencesabia the present study are given in
bold.

* Sequences published by [1]; ** sequences pubtidhe[2].
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