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S1 Fig. Associations of phenotypes with principal components. A. Principal components scatter plot of HVs
and ALS patients by profile. For graphical purposes HVs were colored differently (Blue spheres) than ALS
patients. All but two HVS were categorized into Profile 1. ALS patients were colored by profile: Profile 1=
purple spheres; Profile 2 = green spheres; and Other (did not cluster into a distinct group) = red spheres. B.
Eigenvalues that correspond to the variation found in the principal components. The largest eigenvalues are
associated with most of the covariation observed in the data set. C. For the correlation matrix, the top ten
immunophenotypes associated with each principal component are listed.



