Table S1. Primers used in this study

Gene Predicted Protein Function Protein Accession No.?2  Primer ID Sequence 5'-3' Source
rpoA RNA polymerase, alpha subunit CAS11106.1 Eg::gg::; g%?ﬁi?gﬁggﬁ%%%ﬁi%ﬁié (Sahl et"al. 2012)
eae Intimin, attachment protein YP_002331401.1 Z:S_jg;; Z?E?I?A%igég$;g;g;_régglg%(_;rg (Hazen e"t al. 2015)
narK nitrite extrusion protein 1 CAS08895.1 nr;ar[(K{;g; nggg&%i%é%%?%ﬁgﬁ;%?ﬁ This study
CdtA cytolethal distending toxin AAA18785.1 cfj(:t‘AtA_Za?; gﬁﬁg&%%ﬁ%ﬁ%ﬁ?g (C;: gngGAAGC':I'ﬁAAgg "
hmuV/chuU  hemin import ATP-binding protein HmuV/ChuU CAS11296.1 :nnj.ﬁ\\//_g?; GTC;\TCAGC(?TCC;—A?A?'ETCSSA%%AG%CC%AESTG "
shuA/chuA outer membrane heme receptor ShuA/ChuA CAS11291.1 312%3822;; CC;%TC?AC ATC(:B AA'I"AAchCCCC? (;I—EGA SEEJ'I:I—CAEC?S ng G "
bioD dethobiotn synthase casomares  DRDISF  GTCACCGGAACGGATACCGARG :
glpD aerobic glycerol-3-phosphate dehydrogenase CAS11218.1 g:gg:;?fg %%i;?ggg;fgg;¥gé§g é‘gg’g "
treB PTS system trehalose-specific EIIBC component CAS121141 t:;%BEtE;; CGQES (;- AC';IéI'CC;EETC'I'A(\:/i\I'Tg C(SBTGC(';I%TS CA;géTG "

#Primers were selected by comparing with the sequences from all EPEC genomes analyzed; however, the protein accession number is provided for the respective gene from the
E2348/69 genome or other EPEC genome available in GenBank.
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