Supplementary Table S13

Paired gene signature and signature specific Ki67 prognostic classifications for each patient of the Stockholm cohort (0=Good, 1= Poor Prognosis)

Patient ID GGI
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% Poor
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Prognostic Risk
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62
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Good

0
0
0
0
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Good

240Sm

Good
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46
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0
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285Fl1
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* High recurrence score grouping; others as reference.
i Luminal B/HER2 or Basal subtype grouping; others as reference.

§Note: Each Ki67 cutoff is paired to a gene signature. E.g. Tumour 003Wi has a Ki67 value of 14% as defined on a whole-tumour section by a trained pathologist. For the
purposes of our analysis GGI is paired with a ROC defined Ki67 cutoff of 18% in the Stockholm dataset. Thus, for the GGI-Ki67 pairing, Ki67 designates this sample as good

prognosis (as it is less than 18%). In contrast, the 70-gene signature is paired with a ROC defined Ki67 cutoff of 8%, meaning for the 70-gene/Ki67 pairing, Ki67 designates the

same sample as poor prognosis (as it is greater than 8%).



