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Reviewer Comments to Author:

The authors report the generation of high coverage Illumina HiSeq short read sequence data and draft
genome assembly for one of the well-known Tibetan medicinal herb, Rhodiola crenulata, with good
reasons for drafting genome assembly, including understanding pharmacological mechanisms and
resolving issues of adulteration in the market.To improve the quality of assembly genome, the authors
ran many prevalent de novo assemblers with various parameters for comparison and found the most
suitable tools from these assemblers.For the objective of this manuscript, the data sequencing,
assembling and analysis are most well organized and documented. As a data note, this manuscript didn't
describe any biological questions that were addressed using this genome assembly or any result from
comparative analysis. The datasets from this manuscript could provide valuable source for further
comparative analysis and answering some biological questions.Minor revisions:In "Sample collection and
Sequencing" section, authors should explain why used multiple sequencing platforms including lllumina
HiSeq 2000/4000 platform, and BGISEQ-500 platform.Line 31 in "Sample collection and Sequencing"
section: These parameters of SOAPfilter are not necessary to be showed here. They were already
written in the supplementary spreadsheet (Additional file 2).Line 54-56 in "Sample collection and
Sequencing" section: These parameters of SOAPnuke should be moved to supplementary spreadsheet
(Additional file 2).
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Please indicate how interesting you found the manuscript: An article of importance in its field
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