Additional file 6: Figure S2. Locations of edQTL RNA editing sites and significant SNPs
within IRAlu hairpins. A diagram of the architecture of an Alu repeat is shown at the top.
(subpanels 1, 2) Heatmap of multiple sequence alignments (MSA) of IRAlu hairpins containing
cis-regulated edQTL RNA editing sites. Light blue, tan, yellow, and red represent A, C, G, and
T, respectively. Dark blue represents no aligned sequence (gaps) and white is an artificial spacer
placed between the two Alu sequences in IRAlu hairpins. The rows of the heatmap represent
individual IRAlu sequences and are sorted by the relative positions of the RNA editing site
(subpanels 3, 4). The location of significant cis SNPs within the IRAlu hairpins are indicated
(subpanels 5, 6). Tail-to-tail (subpanels 1, 3, 5) and head-to-head (subpanels 2, 4, 6) IRAlus are
analyzed separately, and the rows and columns of each group (tail-to-tail or head-to-head) of
subpanels correspond to each other.
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