
Additional file 7: Figure S3. Histograms of RNA editing levels for heterozygous sites 
determined from the ASED analysis. Significant RNA editing sites were obtained from the 
ASED analysis and the average RNA editing level (Φ) of each allele for all heterozygous 
individuals was calculated. This was done for each population separately and the distribution of 
Φ values is plotted with respect to each allele. The allele with lower RNA editing is labeled as 
Allele 1 and the allele with higher RNA editing is labeled as Allele 2. 

 


