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Table S1. miRNA primer sets for gRT-PCR

miRNA Forward primer sequence (5'to 3') Reverse primer sequence (5'to 3")
hsa-miR-4433 GGAGCCAGTTGGACAG GGTCCAGTTTTTTTTTTTTTTTATGTC
hsa-miR-93-5p GCAAAGTGCTGTTCGTG GTCCAGTTTTTTTTTTTTTTTCTACCT
hsa-miR-339-5p CAGTCCCTGTCCTCCAG GGTCCAGTTTTTTTTTTTTTTTCGT
hsa-miR-3651-5p CATAGCCCGGTCGCT GGTCCAGTTTTTTTTTTTTTTTCATGT
hsa-miR-27a CAGTTCACAGTGGCTAAGTTC CAGTTTTTTTTTTTTTTTGCGGAA
hsa-miR-27b CAGTTCACAGTGGCTAAGTTC TCCAGTTTTTTTTTTTTTTTGCAGA
hsa-miR-15a CAGTAGCAGCACATAATGGT GGTCCAGTTTTTTTTTTTTTTTCAC
hsa-miR-125a CCCTGAGACCCTTTAACCT GGTCCAGTTTTTTTTTTTTTTTCAC
hsa-miR-4454 GCAGGGATCCGAGTCAC GGTCCAGTTTTTTTTTTTTTTTGGT
hsa-miR-132-3p GCAGTAACAGTCTACAGCCA GTCCAGTTTTTTTTTTTTTTTCGAC
hsa-miR-4463 GCAGGAGACTGGGGTG GTTTTTTTTTTTTTTTGGCCCCAC
hsa-miR-324 AGAACATTCATTGTTGTCGGT GGTCCAGTTTTTTTTTTTTTTTACAC
hsa-miR-421 GCAGATCAACAGACATTAATTGG  GTTTTTTTTTTTTTTTGCGCCCA
hsa-mir-4492 GGGCTGGGCGC GTCCAGTTTTTTTTTTTTTTTGGC
hsa-miR-4793 TGCACTGTGAGTTGGCT GGTCCAGTTTTTTTTTTTTTTTAGC
hsa-miR-4689 CAGTTGAGGAGACATGGTG GTTTTTTTTTTTTTTTGGCCCCCA
hsa-miR-4449 GGGGCTGCGCGA TCCAGTTTTTTTTTTTTTTTGCCT
hsa-miR-1290 CGCAGTGGATTTTTGGATCA GTCCAGTTTTTTTTTTTTTTTCCCT
hsa-miR-4497 TCCGGGACGGCTG CCAGTTTTTTTTTTTTTTTGCCCA
hsa-miR-4690-5p GAGCAGGCGAGGCT GGTCCAGTTTTTTTTTTTTTTTCAG
hsa-miR-4459 GGAGGCGGAGGAGGT GGTCCAGTTTTTTTTTTTTTTTCTC
hsa-miR-4674 GCTGGGCTCGGGAC CCAGTTTTTTTTTTTTTTTAGCCG
hsa-miR-1268 GGGCGTGGTGGTG GGTCCAGTTTTTTTTTTTTTTTCAC
hsa-miR-3178 GCGCGGCCGGA GGTCCAGTTTTTTTTTTTTTTTCGAT
hsa-miR-297 GCAGATGTATGTGTGCATGTG AGGTCCAGTTTTTTTTTTTTTTTCAT
hsa-miR-574 GTGAGTGTGTGTGTGTGAG CAGGTCCAGTTTTTTTTTTTTTTTACA
hsa-miR-4532 CCCGGGGAGCCC CAGTTTTTTTTTTTTTTTCGCCG
hsa-miR-4440 TCGTGGGGCTTGCT CAGTTTTTTTTTTTTTTTCAAGCCA
cel-miR-39 GTCACCGGGTGTAAATCAG CCAGTTTTTTTTTTTTTTTCAAGCTG




Table S2. Gene onthology and KEGG enrichment analyses of the targets of miR-4532, miR-4463, miR-
1290 and miR-4793-3p
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