68

70 Pyropia haitanensis YP_006234146 cox1 Rhodophyta
100 Hildenbrandia rubra YP_009114065 cox1 Rhodophyta

95

100 = Ahnfeltia plicata YP_009114042 cox1 Rhodophyta
Grateloupia angusta YP_008963772 cox1 Rhodophyta

100 1
Grateloupia taiwanensis AlY34290 cox1 Rhodophyta

100

Axinella verrucosa CRX66589 cox1 Metazoa; Porifera
Igﬁ: Pseudo-nitzschia multiseries YP_009144749 cox1 Stramenopiles; Bacillariophyta
100 endosymbiont of Kryptoperidinium foliaceum AEP20751 cox1 Stramenopiles; Bacillariophyta

100

100

Thalassiosira pseudonana YP_316587 cox1 Stramenopiles; Bacillariophyta

97I Nannochloropsis oculata AHX24971 cox1 Stramenopiles; Eustigmatophyceae

Navicula ramosissima AOY40378 cox1 Stramenopiles; Bacillariophyta
100 § Kluyveromyces lactis CAA40766 cox1 Fungi
100 ke Saccharomyces cerevisiae AKL82941 cox1 Fungi

99

Saccharomyces arboricola YP_009310805 cox1 Fungi

Microspora stagnorum YP_008816097 cox1 Viridiplantae; Chlorophyta

70

Pylaiella littoralis NP_150408 cox1 Stramenopiles; Phaeophyceae
Pyropia tenera YP_008083549 cox1 Rhodophyta
Bangia fuscopurpurea YP_009132705 cox1 Rhodophyta
96} Pyropiayezoensis YP_006280882 cox1 Rhodophyta
100 Pyropia fucicola YP_009040903 cox1 Rhodophyta

53

65

100%= Pyropia perforata AHB35431 cox1 Rhodophyta
Bangia atropurpurea YP_009254685 cox1 Rhodophyta

Navicula ramosissima AOY40377 cox1 Stramenopiles; Bacillariophyta

55

100

99

Ulnaria acus YP_003359474 cox1 Stramenopiles; Bacillariophyta
54I Pleodorina starrii YP_007890105 cob Viridiplantae; Chlorophyta

40

68

Chromochloris zofingiensis YP_009054638 cob Viridiplantae; Chlorophyta
Volvox carteri f. nagariensis ACD85984  cob Viridiplantae; Chlorophyta

61|

Rhodomonas salina CCP1319 NP_066494 cox1 Cryptophyta

Dunaliella salina AJN90448 cox1 Viridiplantae

100y Marchantia polymorpha YP_717176 cox2 Viridiplantae
1Q_Q_Mrchantiapaleacea AAC09431 cox2 Viridiplantae
Treubia lacunosa YP_004927693 cox2 Viridiplantae
Schizosaccharomyces octosporus NP_700371 cox1 Fungi

1001

100 99

90

Millerozyma farinosa YP_003204913 cox1 Fungi
Chrysoporthe austroafricana YP_009262047 nad6 Fungi

Chlorokybus atmophyticus YP_001315110 atp9 Viridiplantae

100|
98

Annulohypoxylon stygium YP_008964944 cox3 Fungi

Fusarium solani YP_005088101 nad2 Fungi

44 24

Pestalotiopsis fici AOW71162 nad5 Fungi

100

99

Ganoderma sinense YP_008854742 cox1 Fungi
90I Candida viswanathii YP_003433759 cob Fungi
Candida oxycetoniae YP_008475019 cob Fungi

100|
100

Paracoccidioides brasiliensis YP_537105 cob Fungi

Phlebia radiata YP_007374950 cob Fungi MitOChondrion

Allomyces macrogynus NP_043734 cox1 Fungi

96

89

Cryphonectria parasitica AMX22256 cox1 Fungi
Podospora anserina CAA38781 cox1 Fungi

99y

Marchantia polymorpha NP_054460 rns Viridiplantae; Streptophyta

Schizosaccharomyces octosporus NP_700366 cox2 Fungi

98
go—1

Schizosaccharomyces pombe CAB61571 cox1 Fungi

Gloeotilopsis sarcinoidea AOC61484 psaC Viridiplantae; Ulvophyceae

97

Netrium digitus YP_009258521 psbE Viridiplantae; Streptophyta Plastid

Stichococcus bacillaris YP_009105072 psbB Viridiplantae; Trebouxiophyceae

100 == Tydemania expeditionis YP_009130536 psbC Viridiplantae; Ulvophyceae

66

ke Caulerpa filiformis ACM51426 psbC Viridiplantae; Ulvophyceae

=3 Chroomonas placoidea CCAP 978/8 petG Cryptophyta

100

100

Ll Chroomonas mesostigmatica CCMP1168petG Cryptophyta

Pyramimonas parkeae YP_002600927 atpB Viridiplantae; Prasinophytes
926 Sporomusa ovata WP_021166770 Bacteria; Firmicutes

Desulfosporosinus sp. WP_009616951 Bacteria; Firmicutes

— Acetonema longum EGO63423 Bacteria; Firmicutes

Halobacillus karajensis SEI14619 Firmicutes

88

Thermoactinomyces daqus WP_052154301 Firmicutes
Bacillus cereus WP_001040238 Firmicutes

75 Eubacterium desmolans WP_031475010 Firmicutes
ﬁ -

62 21y

Clostridium cellulovorans WP_010075411 Firmicutes

Coprococcus eutactus WP_055224700 Firmicutes
Fusicatenibacter saccharivorans WP_055218743 Firmicutes

98 88 I

Lactococcus lactis WP_011117257 Firmicutes

Listeria rocourtiae WP_036073074 Firmicutes

100

Escherichia coli WP_032156602 Proteobacteria 0.2
Streptomyces xiaopingdaonensis WP_033195956 Proteobacteria

Figure S11. Phylogenetic tree based on intron ORFs (maturase K) within petG.



