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Figure S1. Gene expression array selected results and real-time RT-PCR confirmation of expression.
A) Gene list from microarray analysis. This table lists some of the probe sets with the highest significance scores, 
linear modelling q-values, fold change differences and average expression levels. Genes highlighted in green are 
those selected for further study. Log fold change is shown for each brain region (logFC), the calculated score (Score), 
and average expression levels (AveExpr) for each brain region are shown. 

B) Real-time RT-PCR gene expression data vs. microarray expression and PPIc for five genes. Probe sets that were 
validated with real-time RT-PCR data include Pdxdc1 (in all three tissues), Dbndd2 (in two tissues), Hist1h2bc (in all 
three tissues), and Rgs5 in striatum. Real-time RT-PCR results confirmed array results for behaviour for Dbndd2 in 
brainstem, Hist1h2bc in brainstem and hippocampus, and for Pdxdc1 in hippocampus.


