
 
  



 

Supplemental Figure S1.  

Context-dependent mismatch frequency for each mutation type averaged between patients in 

each group. In the heat maps, the vertical axis corresponds to the 5' context of the substitution, 

and the horizontal axis, to the 3' context. For each single-nucleotide mutation type, the color of 

each of the 16 cells indicates how frequently this mutation occurs in this context. The sequence 

logos provide the same information. 

 


