
 
 

Supplementary Figure S15.  

Strand asymmetry of mutations in MSI cancers and in bMMRD cancers with mutated pol epsilon 

and pol delta cancers with leading/lagging strand defined using ok-seq data. The asymmetry for 

complementary mutations in the 20% of the genome where replication asymmetry could be 

determined with the highest confidence. Error bars represent 95% confidence intervals.  

 


