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Supplemental Fig S7. Replication Timing for k-means Clusters of Changing Regions, Related to Figure 5

Box plots of the timing change clusters from k-means clustering of the changing regions defined by HMM (Figure 5C-
D) shows the direction and timepoint of significant changes in timing between developmental timepoint. Box plots
show the median (line), 95% confidence interval (notch), 25-75th percentile (box), and 10-90th percentile (whiskers).
ANOVA with Bonferonni correction **** = p < 0.0001




