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Supplementary Figure 1. Constructs in the study. (a) Schematic diagram of
pET23a/stGFP-GFP vectors; (b) Schematic diagram of pET23a/sfGFP-Target vectors;

(c) Schematic diagram of pET30a/sfGFP-ARG]1 vectors.
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Supplementay Figiure 2. sSfGFP analysis in this study. (a) Signal peptide prediction
of sfGFP; (b) SDS-PAGE and Western blot analysis of the expression of sfGFP
(without His-Tag) in E. coli(Rosetta Blue); (c)Western blot annalysisof the secretion
of N-terminal sequence deleted sfGFP in E. coli(Rosetta Blue); (d) Western blot
annalysis of the auto-secretion expression of sftGFP in DH10B and DH10B(AtatABC)
strain; (€) SDS-PAGE annalysis of the expression of wtGFP and wtGFP mutants in
E.coli(Rosetta Blue); (f) Sub-fraction analysis of wtGFP and wtGFP mutants in
E.coli(Rosetta Blue). lane 1: wtGFP; lane 2: wtGFP(3E); lane 3: wtGFP(6E); T: total
cell protein; SP: soluable part of total cell protein; I: insoluable part of total cell
protein; S: extracellualr proten; C: cytoplasmic protein; P: periplasmic protein; OM:

outer membrane protein.
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Supplementay Figiure 3. SDS-PAGE analysis extracellular secretion of

-stGFP-ARGI

sfGFP-ARGI1 in fed-batch fermentation condition. (a) SDS-PAGE analysis of
unpurified sfGFP-ARGI1; lane 1: unpurified supernatant sample after 6 hours
fermentation; lane 2: unpurified supernatant sample after 14 hours fermentation; lane
3: unpurified supernatant sample after 18 hours fermentation; lane 4: unpurified
supernatant sample after 28 hours fermentation; lane 5: unpurified supernatant sample
after 34 hours fermentation; lane 6: unpurified supernatant sample after 40 hours
fermentation; lane 7: unpurified supernatant sample after 45 hours fermentation;each
sample was loaded with 20 pL; (b). SDS-PAGE analysis of purified fusion
sfGFP-ARGI; lane 1: purified supernatant sample after 6 hours fermentation; lane 2:
purified supernatant sample after 14 hours fermentation; lane 3: purified supernatant
sample after 18 hours fermentation; lane 4: purified supernatant sample after 28 hours
fermentation; lane 5: purified supernatant sample after 34 hours fermentation; lane 6:
purified supernatant sample after 40 hours fermentation; lane 7: purified supernatant

sample after 45 hours fermentation; each sample was loaded with 5 pL.



