Figure S4. 3D models of selected domains in the Drosophila genome.
Superimposed 3D structures for selected models in cluster #1 for each of the 50 modeled

domains. Models are colored by their particle chromatin type as previously defined [1].

They can be directly visualized using TADkit by visiting the Web site

http://www.3DGenomes.org/datasets/serra_etal.
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