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Association between the p.V37I variant of GJB2 and hearing
loss: a pedigree and meta-analysis

SUPPLEMENTARY MATERIALS

Records initially identified through PubMed, Web of Science and
EMBASE (n=1,085)

391 duplicates excluded
A 4

Records retrieved for title and abstract review
(n=69%)

644 records excluded

A 4

Full-text articles for detailed evaluation
(n=50)

Full-text articles excluded (n=17)
Not providing genetic data of p.V37I (n =7)
Insufficient information to estimate OR and 95% CI (n=7)
lacking a parallel control group (n =2)

v With overlapping data (n=1)

Eligible studies included in this meta-analysis
(n=33)

Supplementary Figure 1: A flow chart of literature search.
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Supplementary Figure 2: Sensitivity analyses of the effects of p.V37I on HL risk under the (A) allelic, (B and C) codominant,
and (D) recessive models.
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Supplementary Figure 3: Sensitivity analysis of the effects of compound heterozygous p.V37I variants on HL risk.
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Supplementary Figure 4: Sanger sequencing results of pedigree analyses.
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Supplementary Table 1. Primers and PCR conditions used for mutation analyses

See Supplementary File 1



