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S8 Fig. DEGs of N metabolism genes during root symbioses. Expression 

profile of unique N metabolism genes in P. vulgaris roots colonized by (A) AMF 

and (B) rhizobia. Expression profile showing upregulated and downregulated 

DEGs obtained form GO analysis. Statistically significant DEGs were identified 

using an unpaired t-test (p<0.05), in symbiont treatment over controls (S3 Table). 

Fold-change values (over control) were used to plot heat maps. Color bar scale 

shows the fold-change range with red and green representing downregulation and 

upregulation, respectively. 


