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2° (NMR)
H.sapiens TASGGENE-REDLEQEWKPPDEELIKKLVDQIEFYFSDENKBAFLLKHVRRNKLGYVSVKLLTSFKKVKHLTRDWRTTAHALKYSVVL
F.catus TTSGGENE-HEDGEQEWKPPDQELIRKLVDQIEFYFSDANLBDLKHVRRNKLGYVSVKLLTSFKKVKHLTRDWRTTAHALKYSMSL
M.musculus TTSGGEND-REDLEPEWRPPDEELIRKLVDQIEFYFSDERKDAFLLKHVRRNKLGYVSVKLLTSFKKVKHLTRDWRTTAHALKYSVTL
C.hircus TTSGGENE-RDDLEQEWQPPDEELIKKLVDQIEFYFSDENLBPAFLLKHVRRNKLGYVSVKLLTSFKKVKHLTRDWRTTAHALKYSVTL
B.taurus TTSGGENE-RDDLEQEWQPPDEELIKKLVDQIEFYFSDENLBERFLLKHVRRNKLGYVSVKLLTSFKKVKHLTRDWRTTAHALKYSVTL
R.norvegicus ~ TTSGGEND-REDLEPEWKPPDEELIRKLVDQIEFYFSDELEKDAFLLKHVRRNKLGYVSVKLLTSFKKVKHLTRDWRTTAHALKYSVTL
G.gallus RSSGGEND--DDSDQNWKPPENDLIQKLVAQIEYYFSDENLEKFLLKHVRRNKMGYVSVKLLTSFKKVKHLTRDWRTTTHALKYSDML
M.gallopavo NSSGGEND--DDSDQNWKPPENDLIQKLIAQIEYYFSDENEKDAFLLKHVRRNKMGYVSVKLLTSFKKVKHLTRDWRTTAHALKYSDML
C.cornix APCGGEND--DDSDQNWKPPEKDLIQKLIAQIEYYFSDENLHBAFLLKHVRRNKMGYVSVKLLTSFKKVKHLTRDWRTTAYALKYSNTL
P.adeliae RRNGGEND--DDSDQKWKPPENDLIQKLIAQIEYYFSDENLKDAFLLKHVRRNKMGYVSVKLLTSFKKVKHLTRDWRTTAYALKYSDTL
C.pelagica VGSGGEND--DDSDQNWKPPENDLIQKIAQIEYYFSDENEKDAFLLKHVRRNKMGYVSVKLLTSFKKVKHLTRDWRTTAYALKYSDTL
0O.hoazin KASGGEND--DDSDQNWKPPENDLIQKLIAQIEYYFSDENLPAFLLKHVRRNKMGYVSVKLLTSFKKVKHLTRDWRTTAYALKYSDIL
X.tropicalis ~ FDFTETLD-DSSYEGDSGIPDLKLVRKIVSQVEFYLSDE NLSHDAFLLKHVQKNKMGYVSIKLLTSFKKIKYLTRDWRKTLYALRFSEQL
X.laevis ATSGGEND-GDELDQDWKPPDAELIQKLIMQIEYYLSDENLEKAFLLKHVRRNKMGFVSVKLLTSFKKVKHLTRDWRTTAYALRYSNLL
E.lucius GTSGGELE-----EESWQPPDPELTQKLVAQIEYYLSDENLEHDAFLLKHVRRNKLGFVSVKLLTSFKKVKHLTRDWRTTAYALRHSTIL
O.latipes GTSGGELE-----EESWQPPDPELIQKLVAQIEYYLSDENLE HDAFLLKHVRRNKLGFVSVKLLTSFKKVKHLTRDWRTTAYALKHSKML
T.rubripes GTSGGELE-----DESWKPPDPELIQKLVAQIEYYLSDENL EHDAFLLKHVRRNKLGFVSVKLLTSFKKVKHLTRDWRTTAFALRHSQIL
D.rerioA GTSGGELE-----EESWQPPDPELIQKLVAQIEYYLSDENLEH DAFLLKHVRRNKLGFVSVKLLTSFKKVKHLTRDWRTTAYALRHSNLL
D.rerioB TDLTDVFEEDFCEGELWIPPNDDVTQQIATQLENYLSDENLBBFLLKHVQRNKMGYVSLKLLTSFKKIRDLTRDWRTTLAAARTSPQL
X.maculatus GTSGGELE-----EESWQPPDTELIQKLVTQIEFYLSDEN LEHDAFLLKHVRRNKLGFVSVKLLTSFKKVKHLTRDWRTTAYALKHSKIL
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H.sapiens ELNEDHRKVRRTTPVPLFPNENLPSKMLLVYDLYLSPKLWHAL------ PQKNGRVQEKVMEHLLKLFGTFGVISSVRILKPGRELPP
F.catus ELNEDHRKVRRTTPVPLFPNENLPSKMLLVYDLYLSPKLWALAT--PQKNGRVQEKVMEHLLKLFGTFGVISSVRILKPGRELPP
M.musculus ELNEDHRKVRRTTPVPLFPNENLPSKMLLVYDLHLSPKLWH------ PQKNGRVQEKVMEHLLKLFGTFGVISSVRILKPGRELPP
C.hircus ELNEDHRKVRRTTPVPLFPNENLPSKMLLVYDLYLSPKLWAIL-A----PQKNGRVQEKVMEHLLKLFGTFGVISSVRILKPGRELPP
B.taurus ELNEDHRKVRRTTPVPLFPNENLPSKMLLVYDLYLSPKLWAL-A----PQKNGRVQEKVMEHLLKLFGTFGVISSVRMLKPGRELPP
R.norvegicus ~ ELNEDHRKVRRTTPVPLFPNENLPSKMLLVYDLHLSPRASLAT------- PPKNGRVQEKVMEYLLKLFGTFGVISSVRILKPGRELPP
G.gallus ELNDDNRKVRRKTPVPVFPSENLPTRMLLVYDIHMISELQGKN------ QENGCIQEKVMEYLLKAFVTFGVISSVRILKPGRDLPP
M.gallopavo ELNDDNRKVRRNTPVPVFPSENLPTRMLLVYDIHMISELI®) -K-------- QENGCIQEKVMEYLLKAFVTFGAISSVRILKPGRDLPP
C.cornix ELNDDNKKVRRNTPVPVFPSENVPTRMLLVYDIHMISELQTKN------ EENGCMQERIMEHLLKAFVTFGVISSVRILKPGRDLPP
P.adeliae ELNDDNRKVRRNTPVPVFPSENLPTRMLLVY DIHMISELQAK------- QQENGCMQERIMEHLLKAFVTFGVISSVRILKPGKDLPP
C.pelagica ELNDDNRKVRRITPVPVFSSENLPTRMLLVYDIHM--ELQA SK-------- QENGCMQERIMEHLLRTFVTFGVISSVRVLKPGRDLPP
0O.hoazin ELNDDNRKVRRSTPVPVFPSENLPTRMLLVYDIHMISELQTHIN----QQENGCMQERIMEHLLKAFVTFGVISSVHILKPGRHLPP
X.tropicalis ~ EVNEEETKVRRKNPLPDYLLGLPPTKQLLVWNISDPEK- ------------- RSFSCQQKNLMEIVTSVFATYGLITSIRILKPGKEVPS
X.laevis ELNEDNRKIRRKTPVPVFPSENLPSKMLLVYDLHFIPELNCL&------- EQENGGMQEKIMEHLLKSFGAFGVISSIRILKPGRDLPS
E.lucius ELNEEGRKVRRRSTVPVFASESLPSRMLLLSDLQSWPELGY¥BAGDGSSEGGATQQEQLMKLLLKAFGTFGAIASVRVLKPGKDLPA
O.latipes ELNEEGRKVRRKSAVPVFASESLPSRMLLLSDLQKWPDLAW---ENGSGEGGATQQEQLMKLLLKEFGTFGAISSVRVLKPGKDLPA
T.rubripes ELNEEGRKVRRKSTVPVFASESLPSRMLLLSDLQKWPELBFK---DPGGGEGGPPQQEQLMKLLLKAFGTYGAISSVRVLKPGKDLPA
D.rerioA ELNDEGRKVRRRSTVPVFASESLPSRMLLLSELKRWPELGB:-GDSNNGSGPTQQERLMELLLKAFGNYGPIASVRVLKPGKDLPA
D.rerioB EVNEMGTKVRRRTPVPDWLLCIPTSKLLLAWNFLDGAGPVKE-----FESPGVEQLGIMEAAMRVFSPYGTISSLRILRPGKEIPA
X.maculatus ELNDEGRKVRRKSAVPVFASESLPSRMLLLSDLQKWPELAK---DNGSNEGGATQQEQLMKLLLKAFGTYGAIASVRVLKPGKDLPA
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H.sapiens DIRRISSRYSQVGTQECAIVEFEEVEAAIKAHEFMITES--QGKEN-MKAVLIGMKPPKKKPAKD-KNHDEEP--TASIHLNKSLNKRVE
F.catus DIRRVSSRYSQVGTQECAIVEFEEVEAAIRAHEFMVTES--Q@&R-MKAVLIGMKPPKKKPPKD-KNQDEEP--TASIHLNKSLNKRVE
M.musculus DIRRISSRYSQVGTQECAIVEFEEVDAAIKAHEFMVTESQSKEN-MKAVLIGMKPPKKKPLKD-KNHDDEA--TAGTHLSRSLNKRVE
C.hircus DIRRISNRYSQVGTQECAIVEFEEVEAAIKAHEFMITES--QGRES-MKAVLIGMKPPKKKPSKE-KNQDEEP--TSSIHLSKSLNRRVE
B.taurus DIRRISNRYSQVGTQECAIVEFEEVEAAIKAHEFMITES--QGRES-MKAILIGMKPPKKKPSKE-KNQDEEP--TSSIHLNKSLNRRVE
R.norvegicus  DIRRISSRYSQVGTQECAIVEFEEVDAAIKAHEFMATES-QGKEN-MKAVLIGMRPPKKKPLKD-KNHEDEP--AAGTRLSRSLNKRVE
G.gallus DIRRFSSRYTQMGTQECAIIEFEEVDAAVQAHEFMCAEK---ETG-MKVVLIGMKPPKKKVPKD-KNHDEDS--SKSLKKIRSLNKRVE
M.gallopavo DIRRFSSRYTQMGTQECAIIEFEEVDAAVQAHEFMCAEKKEIG-MKVVLIGMKPPKKKVPKD-KNRDED---SKSLKKVRSLNKRVE
C.cornix DIRRVSNRYTQLGTQECAIIEFEEVEAAVHAHDSMCAEN---EETG-MKVVLIGMKPPKKKVPKD-KNRDEDT--SKSLKKTRSLNKRVE
P.adeliae DIRRVSSRYTQLGTQECAIIEFEEVDAAIRAHDFMCAEK--- KETG-MKVVLIGVKPPKKKVPKD-KNHDEDT--SKSLKKARSLNKRVE
C.pelagica DIRRVSNRYPQLGTQECAIIEFEEVDAAVRAHDFMCAEK—KETG-IKVVLIGMKPPKKKVPKD-KNHDEDT--SKSLKKARSLNKRVE
0O.hoazin DIRRVSNRYTQLGTQECAIIEFEEVDAAVHAHDFMCAKK---ETG-MKVVLIGMKPPKKKVPKD-KNCDEGT--SKSLKKARSLNKRIE
X.tropicalis ~ DIRKYMSRYPELSTRNCALVEYESLEGARKALEALSGKV-SSTNIDRIKVIPVSGRGTRKKNVID-TAEQEDL-DLPDKKMTRKEIRAME
X.laevis DVKRFSSRYSQVGTKDCAIVEFEEVEAAIKAHDTFNVES--DEDG-LKVVLIGMKPPKKKIQKD-KSKEED---SKNVRKNKSLNKRVE
E.lucius DLKKLSGRYTQLTTEECAIVEYEEVEAAVKANEAVGSDEGVS:-G-LKVVLIGTKPPKKKVPKDQRQREEG---VGGMRKSRSLNSRVR
O.latipes DLKRLSGRYPQLGADECAIVEFEEVEAAVKANDAVGSEDGEBNLG-LKVVLIGTKPPKKKVPKE-RPREE-----GGMRKSRSLNSRVR
T.rubripes DLKRLSGRYAQLGTEECAIVEFEEVEAAVTANEAVGGEQSYLG-LKVVLIGTKPPKKKVPKE-RPREE-----GGMRKSRSLNSRVR
D.rerioA DLKKLSGRYSQLGTEECAIVEFEEVEAAMKAHEAVGGEGGRIEGLKVVLIGTKPPKKKVPKD-RPRDEG---IGGMRKSRSLNSRVR
D.rerioB ELKRYTKKHLELGRKVCAVVEYEYLEGARKAFEALKVEE-QGQRG-ICVVLLGSRGTRKPGCSQ-GLVDEEQEDCIDIDVLKRPDRKAR
X.maculatus DLKRLSGRYAQLGNEECAIVEFEEVEAAVKANEAVGGHED&SLG-LKVVLIGTKPPKKKVLKE-RPREE-----GGMRKSRSLNSRVR
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Supplemental Figure 1.
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