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Figure S1 | The mesenchymal characterization of renal interstitial fibroblasts. (a)
Second-passage renal interstitial fibroblasts detected for a-SMA, fibronectin and
vimentin mRNA levels by real-time RT-PCR, calculated as ratio to S-actin mRNA.
Six biological replicates were used for these studies per experiment. Values are mean
+ SEM of six determinations per group. *: P < 0.05 compared with WT group; #: P <

0.05, ##: P <0.01 compared with Bmi-1" group.



Table S1 | Synthesized shDNAs encoding human Bmi-I-specific shRNA or

Negative control

Name 5 STEM Loop STEM 3
human ccg AATGGACATACCTAAT CTCG AGTATTAGGTATGTC TTTT
Bmi-1-RNAi g ACT AG CATT Tg
aatt A ATGGACATACCTAAT CTCG AGTATTAGGTATGTC
caa
aaa ACT AG CATT
Negative ccg CTACCGTTGTTAAGG CTCG GACACCTATAACAA TTTT
control g TGT AG CGGTAG Tg
aatt  CTACCGTTGTTAAGG CTCG GACACCTATAACAA
caa
TGT AG CGGTAG

aaa




Table S2 | Primers for Real Time RT-PCR

Name S/ Sequence Species  Tm(°C) Length
AS (bp)
IL-18 S  5-GCAACTGTTCCTGAACTCAACT-3’ mouse 60 89
AS  S-ATCTTTTGGGGTCCGTCAACT-3’
1L-6 S  5-GTTGCCTTCTTGGGACTGATG-3’ mouse 58 192
AS  5-ATCAGAATTGCCATTGCACAA-3’
TNF-« S  5-TCCCTCTCATCAGTTCTATGG-3’ mouse 55 100
AS  5-ACTTGGTGGTTTGCTACGAC-3’
NF-xB S  5-CTTGCCAGACACAGATGATCG-3’ mouse 58 163
AS  5’-GGGGACAGAAGTTGAGTTTC-3’
la(OH)ase S 5-CTTTGGGACACTTCGCACAG-3’ mouse 56 105
(Cyp27b1)  AS 5’-GCCCATGATGAGAAACTACAG-3’
EPO S  5-GGAGAGGTACATCTTAGAGGC-3’ mouse 53 105
AS  S-TTGACTTTGGTATCTGGGACT-3’
GAPDH S 5-CATTTCACTCAAGGTTGTCAGC-3’ mouse 55 346
AS  5’-ATCATACTTGGCAGGTTTCTCC-3’
a-SMA S 5-GCTGTGCTGTCCCTCTATGCC-3’ mouse 57 131
AS  5’- GCCAAGTCCAGACGCATGATG-3’
fibronectin S 5-TTTGTGGTCTCATGGGTCTCA-3’ mouse 57 136
AS  5’- GCAGGTCAGGAATGTTCACG-3’
vimentin S  5- GAGGTGGAGCGGGACAAC-3’ mouse 57 94
AS  5- GGGTGCTTTCGGCTTCCTCTC-3’
P-actin S 5-GGCTGTATTCCCCTCCATCG-3’ mouse 58 326
AS  5’- CCAGTTGGTAACAATGCCATGT-3’
Bmi-1 S  5-AAGGAGGAGGTGAATGATAA-3’ human 55 114
AS  5’-ATCAATCTGGAAAGTATTAGG-3’
GAPDH S 5~ AGCGACACCCACTCCTCC-3’ human 55 108
AS  5’-CCTGTTGCTGTAGCCAAATTC-3’

S, sense; AS, antisense, sequence; Tm, annealing temperature; length, amplicon

DNA Sequencing



File: 1670344.8.S1311040772.PSC24973-5. PGCSIL-F.abl Run Ended: Nov 5, 2013, 23:40:44  Signal G:459 A:360 T:412 C:272  Comment:

Sample: 1670344.8.51311040772.PSC24973-5.PGCSIL-F Lane: 8 Base spacing 15.39 718 bases in 8630 scans Page 1 of 1
10 20 30 40 50 60 70 80 90 100
GTTAG AGAGaT AT T G GRaTTAAT T T GACT GTARACACAAAGATAT TA GTACAAAATAC GT GACGTAGAAAGTAATAATTTCTT GGGTAGTTTGCAGTTTTA
110 120 130 140 150 160 170 180 190 200
TTATGTTTT TGGACTATCATATGCTTACCGTAACTTG GTATTTCGATTTCTTGGCTTTATATATCTTGTGG GGACG CACCGGAATG
210 220 230 240 250 260 270 280 290 300
GACATACCTAATACTCTCGAGAGTATTAGGTATGTCCATTTTTTTGAATTCTCGACCTCGAGACAAATGGCAGTATTCATCCACGGATCCTAACCCGTGTCG

Ml I AT |

310 320 330 340 350 360 370 380 390 400
GCTCCAGATCTGGCCTCCGCGCCGGGTTTTGGCGCCTCCCGCGGGCGCCCCCCTCCTCACGGCGAGCGC TGCCACGTCAGACG GGGCGCAGCGAGCGTCC

O

410 420 ‘ 430 440 450 460 470 480 490 500 510
TGATCCTTCCGCCCGGACGCTCAGGACAGCGGCCCGC TGCTCATAAGACTCGGCCTTAGAACCCCAGTATCAGCAGAAGGACATTTTAGGACGGGACTTG GG

g JA LA

520 530 540 550 560 570 580 590 600 610
PTGACTCTAGGGCACTGGTTTTCTTTCCAGAGAGCGG CAGGCGAGG GTAGTCCCTTCTCGGCGATTCTGCGGAGGGATCTCCGTGGGGCGGTG C

s

620 630 640 650 660 670 680 690 700 710
GCCGATGATTATATAAGGACGCGCCGGGTGTGGCACAGCTAGTTCCGTCGCAGCCGGGATTTGGGTCGCGGTTCTTGTTTGTGGATCGCTGTGATCGTCAC

L

TT GGTG




GTTAGAGAGaTAaTTGGAaTTAATTTGACTGTAAACACAAAGATATTAGTACAAAATACGTGACGTAGAAAGTAATAAT
TTCTTGGGTAGTTTGCAGTTTTAAAATTATGTTTTAAAATGGACTATCATATGCTTACCGTAACTTGAAAGTATTTCGA
TTTCTTGGCTTTATATATCTTGTGGAAAGGACGAAACACCGGAATGGACATACCTAATACTCTCGAGAGTATTAGGTAT
GTCCATTTTTTTGAATTCTCGACCTCGAGACAAATGGCAGTATTCATCCACGGATCCTAACCCGTGTCGGCTCCAGATC
TGGCCTCCGCGCCGGGTTTTGGCGCCTCCCGCGGGCGCCCCCCTCCTCACGGCGAGCGCTGCCACGTCAGACGAAGGGC
GCAGCGAGCGTCCTGATCCTTCCGCCCGGACGCTCAGGACAGCGGCCCGCTGCTCATAAGACTCGGCCTTAGAACCCCA
GTATCAGCAGAAGGACATTTTAGGACGGGACTTGGGTGACTCTAGGGCACTGGTTTTCTTTCCAGAGAGCGGAACAGGC
GAGGAAAAGTAGTCCCTTCTCGGCGATTCTGCGGAGGGATCTCCGTGGGGCGGTGAACGCCGATGATTATATAAGGACG
CGCCGGGTGTGGCACAGCTAGTTCCGTCGCAGCCGGGATTTGGGTCGCGGTTCTTGTTTGTGGATCGCTGTGATCGTCA
CTTGGTG

PSC24973-1 ccggAATGGACATACCTAATACT ctcgagAGTATTAGGTATGTCCATTtttttg
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