S7a. General linear models predicting the second HPA assessment CORT secretion using log;o transformed MR
and GR expression (in the PVN and HP) and log; transformed CORT concentrations, with SMI as a covariate
and fat score as a cofactor. Significant models (p<0.05) are shown in white squares and non-significant models in
gray squares. Bold text indicates the receptor expression was significant (p<0.05) in predicting CORT
concentrations in that model. Akaike Information Criteria corrected for small sample size (AICc; N=25) are given
for each model to evaluate fit, with smaller values indicating a better fit. Omnibus (“model”) statistics are
reported in addition to statistics for the specific effect of receptor expression. Results were qualitatively identical
when we applied hierarchical linear modeling techniques with NestID as a random factor.
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S7b. General linear models without fixed effects predicting the HPA, (November samples) components using
logio transformed MR and GR expression (in the PVN and HP) and log; transformed CORT concentrations.
Akaike Information Criteria corrected for small sample size (AICc; N=25) are given for each model to evaluate
fit, with smaller values indicating a better fit. Significant models (p<0.05) are shown in white squares and non-
significant models in gray squares. Results were qualitatively identical when we applied standard least squares
regression techniques.
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