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Bonferroni-adjusted P-values:  * P < 0.05   ** P < 0.01 *** P < 0.001

Ratio of convergence : divergence between known or 
putative echolocator : non-echolocating sister species 

evaluated against each outgroup species in the phylogeny
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Ratio of the number of convergent : divergent amino acids with outgroup species in the phylogeny 
for indicated species 1 : species 2 pairs, summed across seven auditory processing genes
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