Supplemental Figure 3

Ratio of the number of convergent amino acids with outgroup species in the phylogeny
for indicated species 1 : species 2 pairs, summed across seven auditory processing genes.
The non-echolocator in each pair must share an amino acid residue with
the multi-species consensus sequence to be considered convergent.

Ratio
0 10 20 30 40
Daubentonia madagascariensis m ﬁj
{E Propithecus diadema ‘ ::-___]
| Homo sapiens “ 135,
1 * *k%k
_[ Mus musculus - P [
Oryctolagus cuniculus = 3D
1 * *kk *kk
Pteronotus parnellii ) D) 1 |:|
—[ . . - 1 *kk *kk *kk
Myotis lucifugus D) "
*k%
| Rhinolophus ferrumequinum }2 D) 1
1 *k*k
Megaderma lyra D) ‘
i Eidolon helvum !
1
Pteropus vampyrus J j
E I *k*k *k*k
[ Tursiops truncatus CA D) . ]
Bos taurus AN >
1 * *%*
S Loxodonta africana m I ]
Echolocator D) Bonferroni-adjusted P-values: * P <0.05 ** P <0.001 *** P <0.0001
Ratio of convergence between known or putative Rhinolophus: Eidolon |:| Megaderma:Pteropus
echolocator : non-echolocating sister species evaluated ) ) )
against each outgroup species in the phylogeny Daubentonia:Propithecus Tursiops:Bos




