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SUPPLEMENTAL FIGURE LEGENDS

SUPLLEMENTAL FIGURE S1. Electron densities (2Fo−Fc composite omit mapSUPLLEMENTAL FIGURE S1. Electron densities (2Fo−Fc composite omit map
contoured at 1.5σ) of the N-terminal segments of the mouse and humanβ4ex structures.

SUPLLEMENTAL FIGURE S2. Full-length blots and gels presented in the main figures.

SUPPLEMENTAL TABLE LEGENDS

SUPPLEMENTAL TABLE S1. Data collection and refinement statistics.
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Supplemental Table S1   

 

 Mouse β4 

cubic form 

Human β4 

hexagonal form 

Data collection   

Space group I23 P32 

Unit-cell parameters (Å, °) 131.5, 131.5, 131.5, 

90, 90, 90 

57.1, 57.1, 72.0, 

90, 90, 120 

Resolution (Å)  100–2.9 (3.00–2.9) 100–2.1 (2.18–2.1) 

Rsym (%) 8.6 (143.5) 7.3 (47.4) 

I /σ (I) 31.4 (1.8) 32.5 (1.7) 

Completeness (%) 99.6 (100)  97.4 (79.4) 

Redundancy  7.9 (8.0) 6.4 (3.1) 

CC1/2 0.999 (0.545) 0.998 (0.846) 

Refinement   

Resolution (Å) 35.2–2.9 (3.08–2.9) 29.1–2.1 (2.17-2.1) 

No. reflections 8526 (1267) 14834 (1045) 

Rwork/ Rfree
  

(%) 24.6/30.0 (34.6/39.2) 20.4/26.4 (24.5/34.9) 

No. atoms   

  Protein 1885 1765 

  Water 0 41 

  Ligand 6 95 

B-factor (Å2)   

  Protein 90.4 50.7 

  Water - 53.6 

  Ligand 59.0 53.9 

R.m.s. deviations   

 Bond lengths (Å) 0.005 0.007 

 Bond angles (°) 0.978 0.964 

Ramachandran plot   

 Favored (%) 91.2 97.6 

 Outliers (%) 0.4 0 

Values in parentheses are for the highest-resolution shell. 
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