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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6
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Supplementary Table 1

Genotype for commercial cell lines and CSC

EML4-ALK
Cellline Histotype KRAS BRAF EGFR fusion HER2
Commercial
H1734 LAC m“;GﬁgéG” wt wt NO wt
H1437 LAC wit wit wit NO wt
H520 LSCC wt wt wt NO wt
A549 LAC m“;;z‘f* wt wt NO wt
Patient-derived
CcSC
CSC-1 LSCC wt wt wt NO wt
mut
CSC-2 LAC c.34G>T wt wt NO wt
p.G12C
CSC-3 LAC wit wit wit NO wt
CSC-4 LAC wt wt wt NO wt




