S7 Table. The intron identity in four yeast linages

Intron amino-acid identity Intron nucleotide identity (without ORF)
Introns Lachancea C/N K/N SSS Lachancea C/N K/N  SSS
coxl 1 - - - 0.99 - - - -
coxl 2 - - - 094 - - - -
coxl_3 0.88 0.57 - 086 - - 048 057
coxl_4 0.83 - - - - - - 051
coxl 5 - - - 071 - - - -
cox1l 6 0.88 - - - - - - -
coxl 7 0.79 - - - - - - -
coxl 8 0.97 0.68 - 095 - - - -
cox1l 9 - - - 084 - - - -
cox1l 10 - - - - - - - 083
cob 1 - - - - - - - -
cob_2 0.67 - - 051 - - - 073
cob_3 - - - - - - - 083
cob_4 - - - 076 - - - -
cob 5 0.95 - - 099 - - - -
cob_6 - - - 064 - - - -
cob_7 - - - - - - - 062
rnl_1 - - - - 0.55 - 063 077

Note: We firstly calculated the amino-acid identity of intron ORFs in different linages. We then calculated
the nucleotide identity for the introns without ORF. The rows with yellow backcolor were corresponding
to Group Il introns. The ‘-’ indicated the intron did not present in the linage, or only present in one species
of the linage.



