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S9 Text: Details on quality assurance and quality

control of the colorectal cancer GWAS dataset

Table S1. Quality assurance and quality control

Study Sample Duplicate Sample SNP SNPs SNP Call
Exclusions1 Concordance Call Rate Exclusions2 Passing QC Rate

N % Mean N N Mean

Colo2&3 42 100.0% 99.90% 30,446 252,176 99.95%
DACHS1 227 99.90% 99.93% 33,588 252,208 99.90%
DALS2 5 100.0% 99.94% 32,885 250,320 99.94%
MEC 61 100.0% 99.97% 34,494 259,364 99.96%
PLCO2 31 99.90% 99.80% 38,655 253,702 99.90%
VITAL 163 99.90% 99.81% 36,805 243,625 99.89%
WHI2 42 100.0% 99.96% 30,446 251,707 99.96%

1Samples were excluded for duplicate errors, gender errors, a call rate < 97%, outlying the CEU
HapMap2 cluster in PCA, heterozygosity, and concordance with non-duplicates samples > 65%.
2Directly genotyped SNPs were excluded for a call rate ¡ 98%, Hardy Weinberg Equilibrium (HWE)
< 10−4, and minor allele frequency (MAF< 1%).

PLOS 2/2


