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Fig. S1. Sequence alignments and logos of all predicted PTP motif peptides in the zebrafish 
Uniprot+trEMBL database. (a) Sequence alignment of 52 predicted catalytic sites ±20 flanking residues, 
representing 44 distinct PTPs, in the zebrafish Uniprot+trEMBL database (release Feb 2017). PTPs 
containing two catalytic sites are aligned as separate entries. Alignment generated with Boxshade 3.21, 
shading indicates sequence conservation >80%. (b) Sequence logo visualized with WebLogo, overall 
height of stack at each position indicates sequence conservation; height of symbols within the stack 
indicates relative frequency of each amino acid in the position. 

 



Fig. S2. Representative raw spectrum for each zebrafish PTP catalytic site detected. 
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

B3DJL5_site1 (C7U129) Ptpra protein ptpra Receptor QQQQSGNHPITVHcSAGAGR C14(hyper) 76
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

B3DJL5_site2 (C7U129) Ptpra protein ptpra Receptor NcNPQYAGPIVVHcSAGVGR C14(hyper) 33
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

A0A0R4ITJ9 (C7U135) Uncharacterized protein ptprb Receptor TNSPGISVVHcSAGVGR C11(hyper) 51
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

C7U126 CD45 antigen (Fragment) ptprc Receptor NFFSGPIVVHcSAGVGR C11(hyper) 93
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

E7EZG7_site1 Receptor-type tyrosine-protein phosphatase ptprea Receptor QVNPSYAGPIVVHcSAGVGR C14(hyper) 35
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

E7EZG7_site2 Receptor-type tyrosine-protein phosphatase ptprea Receptor QQQQSGNHPIIVHcSAGAGR C14(hyper) 119
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

Q90YJ5_site1 Receptor protein-tyrosine phosphatase LAR (Fragment) ptprfa Receptor AcNPPDAGPMVVHcSAGVGR C14(hyper) 100
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

Q90YJ5_site2 Receptor protein-tyrosine phosphatase LAR (Fragment) ptprfa Receptor EQFGQDGPITVHcSAGVGR C13(hyper) 72
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

F1Q4V8 Uncharacterized protein (Fragment) ptprga Receptor SSAAQTPDMGPMLVHcSAGVGR C16(hyper) 42
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

E7F9R2 Uncharacterized protein ptprh Receptor QHIESHFSTGPTVVHcSAGVGR C16(hyper) 159
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

B6HY54 Protein-tyrosine phosphatase ptprja Receptor HSPTLVHcSAGVGR C8(hyper) 52
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

X1WCM2 Uncharacterized protein (Fragment) ptprjb.1 Receptor HSPTVVHcSAGVGR C8(hyper) 21
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

X1WF45 Uncharacterized protein (Fragment) ptprjb.2 Receptor EHMNQYScTSPTVVHcSAGVGR C16(hyper) 6
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

X1WD65 Uncharacterized protein ptprk Receptor MSNPPTAGPIVVHcSAGAGR C14(hyper) 90
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

A0A0R4IA95 Uncharacterized protein (Fragment) ptpro Receptor GPIVVHcSAGVGR C7(hyper) 52
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

Q90YJ4_site1 Receptor protein-tyrosine phosphatase sigma (Fragment) ptprsa Receptor EQFGQDGPISVHcSAGVGR C13(hyper) 21
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

Q90YJ4_site2 Receptor protein-tyrosine phosphatase sigma (Fragment) ptprsa Receptor TcNPPDAGPIIAHcSAGVGR C14(hyper) 45
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

A0A0R4ITF5 (C7U125) Uncharacterized protein ptprub Receptor TSTPLDAGPVVVHcSVGAGR C14(hyper) 13
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

X1WET2 Uncharacterized protein (Fragment) ptprz1a Receptor AQTDGMGPMVVHcSAGVGR C13(hyper) 16
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

B8A5J4 Uncharacterized protein ptprz1b Receptor TAEMGPVVVHcSAGVGR C11(hyper) 104
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

C7U142 Protein-tyrosine phosphatase 1B (Fragment) ptpn1 Non-receptor ESGcLSPELGPVVVHcSAGIGR C16(hyper) 142
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

C7U151 Protein-tyrosine phosphatase SHP-2a (Fragment) ptpn11a Non-receptor QEGITGAGPIVVHcSAGIGR C14(hyper) 112
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

C7U120 Protein-tyrosine phosphatase SHP-2b (Fragment) ptpn11b Non-receptor TQSAIPESGPIVVHcSAGIGR C15(hyper) 59
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

Q6PEI4 Protein tyrosine phosphatase, non-receptor type 12 ptpn12 Non-receptor DTTPIcVHcSAGcGR C13(hyper) 71
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

C7U124 Protein-tyrosine phosphatase BAS (Fragment) ptpn13 Non-receptor HIHLSGPIITHcSAGIGR C12(hyper) 64
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

F1QIX3 Uncharacterized protein ptpn20 Non-receptor GPITVHcSAGIGR C7(hyper) 38



27 
 

 

  

Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

F1Q6T9 Uncharacterized protein ptpn21 Non-receptor NTNLPVLVHcSAGVGR C10(hyper) 29
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

C7U128 Protein-tyrosine phosphatase LyPTP (Fragment) ptpn22 Non-receptor IYQDNEEIPIcIHcSAGcGR C18(hyper) 13
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

F1R1D1 Uncharacterized protein ptpn23a Non-receptor VScTHFQcSAGAFAYLR C8(hyper) 138
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

F1QXQ5 (F1QGX6) Tyrosine-protein phosphatase non-receptor type ptpn2a Non-receptor ESGSLGPENGPVVVHcSAGIGR C16(hyper) 86
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

Q6NY86 Tyrosine-protein phosphatase non-receptor type ptpn2b Non-receptor ESGSLGMEQGPAVVHcSAGIGR C16(hyper) 159
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

F1QLN8 Uncharacterized protein ptpn3 Non-receptor QESVPLMVHcSAGIGR C10(hyper) 97
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

C7U127 Protein-tyrosine phosphatase MEG1a (Fragment) ptpn4a Non-receptor DEPVVVHcSAGIGR C8(hyper) 19
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

C7U113 Protein-tyrosine phosphatase MEG1a (Fragment) ptpn4b Non-receptor ADGPEPVVVHcSAGIGR C11(hyper) 156
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

C7U118 Protein-tyrosine phosphatase SHP-1 (Fragment) ptpn6 Non-receptor SSAPIVIHcSAGIGR C9(hyper) 82
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

X1WFV4 Uncharacterized protein (Fragment) ptpn9a Non-receptor GHPLGPPMVVHcSAGIGR C12(hyper) 170
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Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidised 
cysteine 

Total MS/MS 
count

F1QTI4 Uncharacterized protein ptpn9b Non-receptor TLYPDWTGPPGGPPVVVHcSAGIGR C19(hyper) 86



Fig. S3. Zebrafish ptpra knock-out embryos (ptpra-/-) lack RPTPα protein. Adult zebrafish heterozygous 
for ptpra (ptpra+/-) were in-crossed to generate ptpra knock-out embryos (ptpra-/-). At 4 dpf, individual 
embryos were cut in half: one half lysed for protein, and the other half lysed for DNA extraction. 
Following genotyping, protein lysates of ptpra+/+, ptpra+/-, and ptpra-/- embryos were pooled, and 5 
embryo equivalents per condition were run on an SDS-PAGE gel, immunoblotted and probed with an 
Rptpα-specific antibody and with tubulin to monitor equal loading. Control lane represents wild-type TL 
zebrafish embryos at 3 dpf. 

 

 



Table S1. PTP motif peptides detected. Conserved catalytic site sequence in blue. Position of hyper-
oxidized cysteine refers to residue number within a properly cleaved tryptic peptide, without missed 
cleavage. Total MS/MS count is the sum of all spectra obtained from each biological replicate of PV-
treated sample. Peptides oxidized in the second fin clip are highlighted in grey. 

 

Uniprot Accession Description
Gene 
name

PTP type Sequence 
Hyperoxidized 

cysteine 
Total MS/MS 

count
B3DJL5_site1 (C7U129) Ptpra protein ptpra Receptor QQQQSGNHPITVHcSAGAGR C14(hyper) 76
B3DJL5_site2 (C7U129) Ptpra protein ptpra Receptor NcNPQYAGPIVVHcSAGVGR C14(hyper) 33
A0A0R4ITJ9 (C7U135) Uncharacterized protein ptprb Receptor TNSPGISVVHcSAGVGR C11(hyper) 51
C7U126 CD45 antigen (Fragment) ptprc Receptor NFFSGPIVVHcSAGVGR C11(hyper) 93
E7EZG7_site1 Receptor-type tyrosine-protein phosphatase ptprea Receptor QVNPSYAGPIVVHcSAGVGR C14(hyper) 35
E7EZG7_site2 Receptor-type tyrosine-protein phosphatase ptprea Receptor QQQQSGNHPIIVHcSAGAGR C14(hyper) 119
Q90YJ5_site1 Receptor protein-tyrosine phosphatase LAR (Fragment) ptprfa Receptor AcNPPDAGPMVVHcSAGVGR C14(hyper) 100
Q90YJ5_site2 Receptor protein-tyrosine phosphatase LAR (Fragment) ptprfa Receptor EQFGQDGPITVHcSAGVGR C13(hyper) 72
F1Q4V8 Uncharacterized protein (Fragment) ptprga Receptor SSAAQTPDMGPMLVHcSAGVGR C16(hyper) 42
E7F9R2 Uncharacterized protein ptprh Receptor QHIESHFSTGPTVVHcSAGVGR C16(hyper) 159
B6HY54 Protein-tyrosine phosphatase ptprja Receptor HSPTLVHcSAGVGR C8(hyper) 52
X1WCM2 Uncharacterized protein (Fragment) ptprjb.1 Receptor HSPTVVHcSAGVGR C8(hyper) 21
X1WF45 Uncharacterized protein (Fragment) ptprjb.2 Receptor EHMNQYScTSPTVVHcSAGVGR C16(hyper) 6
X1WD65 Uncharacterized protein ptprk Receptor MSNPPTAGPIVVHcSAGAGR C14(hyper) 90
A0A0R4IA95 Uncharacterized protein (Fragment) ptpro Receptor GPIVVHcSAGVGR C7(hyper) 52
Q90YJ4_site1 Receptor protein-tyrosine phosphatase sigma (Fragment) ptprsa Receptor EQFGQDGPISVHcSAGVGR C13(hyper) 21
Q90YJ4_site2 Receptor protein-tyrosine phosphatase sigma (Fragment) ptprsa Receptor TcNPPDAGPIIAHcSAGVGR C14(hyper) 45
A0A0R4ITF5 (C7U125) Uncharacterized protein ptprub Receptor TSTPLDAGPVVVHcSVGAGR C14(hyper) 13
X1WET2 Uncharacterized protein (Fragment) ptprz1a Receptor AQTDGMGPMVVHcSAGVGR C13(hyper) 16
B8A5J4 Uncharacterized protein ptprz1b Receptor TAEMGPVVVHcSAGVGR C11(hyper) 104
C7U142 Protein-tyrosine phosphatase 1B (Fragment) ptpn1 Non-receptor ESGcLSPELGPVVVHcSAGIGR C16(hyper) 142
C7U151 Protein-tyrosine phosphatase SHP-2a (Fragment) ptpn11a Non-receptor QEGITGAGPIVVHcSAGIGR C14(hyper) 112
C7U120 Protein-tyrosine phosphatase SHP-2b (Fragment) ptpn11b Non-receptor TQSAIPESGPIVVHcSAGIGR C15(hyper) 59
Q6PEI4 Protein tyrosine phosphatase, non-receptor type 12 ptpn12 Non-receptor DTTPIcVHcSAGcGR C13(hyper) 71
C7U124 Protein-tyrosine phosphatase BAS (Fragment) ptpn13 Non-receptor HIHLSGPIITHcSAGIGR C12(hyper) 64
F1QIX3 Uncharacterized protein ptpn20 Non-receptor GPITVHcSAGIGR C7(hyper) 38
F1Q6T9 Uncharacterized protein ptpn21 Non-receptor NTNLPVLVHcSAGVGR C10(hyper) 29
C7U128 Protein-tyrosine phosphatase LyPTP (Fragment) ptpn22 Non-receptor IYQDNEEIPIcIHcSAGcGR C18(hyper) 13
F1R1D1 Uncharacterized protein ptpn23a Non-receptor VScTHFQcSAGAFAYLR C8(hyper) 138
F1QXQ5 (F1QGX6) Tyrosine-protein phosphatase non-receptor type ptpn2a Non-receptor ESGSLGPENGPVVVHcSAGIGR C16(hyper) 86
Q6NY86 Tyrosine-protein phosphatase non-receptor type ptpn2b Non-receptor ESGSLGMEQGPAVVHcSAGIGR C16(hyper) 159
F1QLN8 Uncharacterized protein ptpn3 Non-receptor QESVPLMVHcSAGIGR C10(hyper) 97
C7U127 Protein-tyrosine phosphatase MEG1a (Fragment) ptpn4a Non-receptor DEPVVVHcSAGIGR C8(hyper) 19
C7U113 Protein-tyrosine phosphatase MEG1a (Fragment) ptpn4b Non-receptor ADGPEPVVVHcSAGIGR C11(hyper) 156
C7U118 Protein-tyrosine phosphatase SHP-1 (Fragment) ptpn6 Non-receptor SSAPIVIHcSAGIGR C9(hyper) 82
X1WFV4 Uncharacterized protein (Fragment) ptpn9a Non-receptor GHPLGPPMVVHcSAGIGR C12(hyper) 170
F1QTI4 Uncharacterized protein ptpn9b Non-receptor TLYPDWTGPPGGPPVVVHcSAGIGR C19(hyper) 86  

 



Table S2. PTP motif peptide oxidation in response to caudal fin amputation. Mean spectra count and standard error obtained from 3 biological 
replicates. Peptides oxidized in second fin clip highlighted in grey. Student t-test statistics for difference between first and second fin clip 
reported as exact two-tailed p-value. 

 

Uniprot Accession
Gene 
name

PTP type
Total MS/MS 

count
Mean spectra 

count PV
SEM
PV

Mean spectra 
count NEM

SEM 
NEM

Mean spectra 
count Control

SEM 
Control

Mean spectra 
count PV

SEM 
PV

Mean spectra 
count NEM

SEM 
NEM

Mean spectra 
count Control

SEM 
Control

T.test 
(PV 1st clip: PV 

2nd clip)

T.test 
(NEM 2nd clip : 
NEM 1st clip)

B3DJL5_site1 (C7U129) ptpra Receptor 76 13,0 2,1 0,7 0,3 0,0 0,0 11,3 1,2 0,3 0,3 0,0 0,0 0,62 0,21
B3DJL5_site2 (C7U129) ptpra Receptor 33 6,7 0,9 0,7 0,7 0,0 0,0 3,3 0,9 0,3 0,3 0,0 0,0 0,20 0,42
A0A0R4ITJ9 (C7U135) ptprb Receptor 51 9,0 0,6 0,0 0,0 0,0 0,0 8,0 1,7 0,0 0,0 0,0 0,0 0,48 Not detected
C7U126 ptprc Receptor 93 18,0 1,7 0,3 0,3 0,0 0,0 12,3 0,9 0,3 0,3 0,0 0,0 0,14 Not detected
E7EZG7_site1 ptprea Receptor 35 6,3 0,9 0,7 0,7 0,0 0,0 4,0 1,2 0,7 0,3 0,0 0,0 0,12 1,00
E7EZG7_site2 ptprea Receptor 119 18,0 1,5 0,3 0,3 0,0 0,0 15,3 0,9 6,0 1,2 0,0 0,0 0,37 0,04
Q90YJ5_site1 ptprfa Receptor 100 22,0 2,3 0,0 0,0 0,0 0,0 11,3 0,7 0,0 0,0 0,0 0,0 0,07 Not detected
Q90YJ5_site2 ptprfa Receptor 72 12,3 1,8 0,3 0,3 0,0 0,0 11,0 1,5 0,3 0,3 0,0 0,0 0,63 Not detected
F1Q4V8 ptprga Receptor 42 8,7 1,5 0,0 0,0 0,0 0,0 5,3 0,3 0,0 0,0 0,0 0,0 0,20 Not detected
E7F9R2 ptprh Receptor 159 22,0 1,5 0,0 0,0 0,0 0,0 19,3 2,0 11,7 1,5 0,0 0,0 0,38 0,02
B6HY54 ptprja Receptor 52 8,0 0,6 1,0 0,0 0,0 0,0 8,3 0,9 0,0 0,0 0,0 0,0 0,83 Not detected
X1WCM2 ptprjb.1 Receptor 21 4,0 1,2 0,0 0,0 0,0 0,0 3,0 1,0 0,0 0,0 0,0 0,0 0,68 Not detected
X1WF45 ptprjb.2 Receptor 6 1,0 0,0 0,0 0,0 0,0 0,0 0,7 0,3 0,3 0,3 0,0 0,0 0,42 0,42
X1WD65 ptprk Receptor 90 16,7 0,9 0,0 0,0 0,0 0,0 13,0 0,6 0,3 0,3 0,0 0,0 0,05 0,42
A0A0R4IA95 ptpro Receptor 52 8,3 0,9 0,3 0,3 0,0 0,0 8,3 1,2 0,3 0,3 0,0 0,0 1,00 Not detected
Q90YJ4_site1 ptprsa Receptor 21 4,0 0,6 0,0 0,0 0,0 0,0 2,7 0,3 0,3 0,3 0,0 0,0 0,06 0,42
Q90YJ4_site2 ptprsa Receptor 45 8,0 1,0 0,0 0,0 0,0 0,0 7,0 1,7 0,0 0,0 0,0 0,0 0,42 Not detected
A0A0R4ITF5 (C7U125) ptprub Receptor 13 2,3 0,3 0,0 0,0 0,0 0,0 2,0 0,0 0,0 0,0 0,0 0,0 0,42 Not detected
X1WET2 ptprz1a Receptor 16 3,7 0,3 0,0 0,0 0,0 0,0 1,3 0,3 0,3 0,3 0,0 0,0 0,07 0,42
B8A5J4 ptprz1b Receptor 104 21,7 2,4 0,0 0,0 0,0 0,0 12,7 1,5 0,3 0,3 0,0 0,0 0,12 0,42
C7U142 ptpn1 Non-receptor 142 22,0 2,1 0,7 0,7 0,3 0,3 20,7 1,5 3,7 0,7 0,0 0,0 0,73 0,04
C7U151 ptpn11a Non-receptor 112 14,7 1,5 0,7 0,3 0,3 0,3 11,3 0,9 10,3 0,9 0,0 0,0 0,27 0,00
C7U120 ptpn11b Non-receptor 59 7,3 0,3 0,0 0,0 0,0 0,0 5,0 0,6 7,3 0,7 0,0 0,0 0,07 0,01
Q6PEI4 ptpn12 Non-receptor 71 13,0 1,2 0,0 0,0 0,0 0,0 10,7 1,5 0,0 0,0 0,0 0,0 0,46 Not detected
C7U124 ptpn13 Non-receptor 64 13,3 2,0 1,0 0,6 0,0 0,0 6,7 0,7 0,3 0,3 0,0 0,0 0,12 0,53
F1QIX3 ptpn20 Non-receptor 38 7,0 1,0 0,0 0,0 0,0 0,0 5,7 1,2 0,0 0,0 0,0 0,0 0,06 Not detected
F1Q6T9 ptpn21 Non-receptor 29 4,0 0,6 1,0 0,6 0,0 0,0 4,3 1,2 0,3 0,3 0,0 0,0 0,67 0,42
C7U128 ptpn22 Non-receptor 13 3,0 0,0 0,0 0,0 0,0 0,0 1,0 0,6 0,3 0,3 0,0 0,0 0,07 0,42
F1R1D1 ptpn23a Non-receptor 138 24,7 2,0 0,0 0,0 0,0 0,0 21,0 1,5 0,3 0,3 0,0 0,0 0,39 0,42
F1QXQ5 (F1QGX6) ptpn2a Non-receptor 86 15,7 0,7 0,3 0,3 0,0 0,0 9,7 0,9 3,0 0,6 0,0 0,0 0,06 0,04
Q6NY86 ptpn2b Non-receptor 159 32,7 2,8 0,3 0,3 0,0 0,0 19,7 3,3 0,0 0,0 0,3 0,3 0,16 0,42
F1QLN8 ptpn3 Non-receptor 97 17,0 1,5 0,7 0,3 0,0 0,0 14,3 2,3 0,3 0,3 0,0 0,0 0,37 0,42
C7U127 ptpn4a Non-receptor 19 3,3 0,3 0,0 0,0 0,0 0,0 3,0 1,2 0,0 0,0 0,0 0,0 0,81 Not detected
C7U113 ptpn4b Non-receptor 156 27,7 1,5 0,0 0,0 0,0 0,0 22,3 0,7 5,7 0,3 0,0 0,0 0,09 0,00
C7U118 ptpn6 Non-receptor 82 15,7 1,5 0,7 0,7 0,3 0,3 10,3 0,3 0,0 0,0 0,3 0,3 0,09 0,42
X1WFV4 ptpn9a Non-receptor 170 28,7 1,9 0,3 0,3 0,0 0,0 22,3 1,5 5,3 0,9 0,0 0,0 0,18 0,01
F1QTI4 ptpn9b Non-receptor 86 16,3 0,9 0,7 0,3 0,0 0,0 11,3 1,5 0,3 0,3 0,0 0,0 0,13 0,42

First fin clip Second fin clip
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