FIGURE S1
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Ratios of mapping strain alleles/total reads (at SNP positions)
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[ 2379644 C T SNP Hom pratein_codi NON_SYNONYMOUS_CODING  M/I atG/ath
[ 5042625 * TENAME? DEL  Hom 4249 10 C46H1L7 protein_codi CODON_DELETION T)- ace/-

[ 6627884 C T SNP Hom 473,86 13/D2092.10 pratein_codi NON_SYNONYMOUS_CODING | §/N aGt/adt
[ EB01829 * TENAME? | INS Hom £89.09 _PrE0ID9T — pratein_codi SPLICE_SITE_ACCEPTOR

[ 6903858 C T NP Hom 66493/ 19smgl prdtein_codi NON_SYNONYMOUS_CODING  D/N Gat/Aat
[ 6903858 C T SNP Hom B64.93 \ 19smgl ppaftein_codi NON_SYNONYMOUS_CODING  D/N Gat/Aat
[ 7301404 C G SNP Hom 732.53 0rthe— pratein_codi NON_SYNONYMOUS_CODING | G/A gGe/atc
[ 7301404 C G SNP Hom 73253 20t pratein_codi NON_SYNONYMOUS_CODING | G/A gGe/alc
[ 10113280 * "ENAME? DEL  Hom 1004.58 27 Y106GED.3  protein_codi FRAME_SHIFT: Y106G6D.3

[ 11145688 * TENAME? | INS Hom 582.05 147%39.9 pratein_codi FRAME_SHIFT: ZK39.9

[ 13101700 * TENAME? DEL  Hom 23037 12 Y26D48.21  protein_codi FRAME_SHIFT: Y2604A.21

[ 14349945 * +C INS Hom 50292 21 YI05E8A2 | protein_codi SPLICE_SITE_DONOR
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