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Table S1- Relates to Figures 5 and 6

Oligonucleotides used.

Px330 oligos

WMS guideF CACCGTGGTCATAAAATACAGTACA
WMS guideR AAACTGTACTGTATTTTATGTCCAC
EBox guideF CACCGCACTGAGGGGAAAAGTCATC
EBox guideF AAACGATGACTTTTCCCCTCAGTGC
3’ guideF CACCGAACAATTTATGGATCATCAG
3’ guideR AAACCTGATGATCCATAAATTGTTC

Hox gene IVT constructs

HoxD9F

CATGATCATATGTCGTCCAGTGGCACCC

HoxD9R CATGATCTCGAGGTCTCCTTTAGGGCACTTCTC
HoxD10F CATGATCATATGTCCTTTCCCAACAGCTCTC

HoxD10R CATGATCTCGAGAGAAAAGGTGAGGTTGGCGGTC
HoxD11F CATGATCATATGAACGACTTTGACGAGTGCG

HoxD11R CATGATCTCGAGAAATAAGGGGTTTCCAGTGAAATATTG
HoxD12F CATGATCATATGTGTGAGCGCAGTCTCTAC

HoxD12R CATGATCTCGAGATAGAGGGCCAGTGCTTGCTC
HoxD13F CATGATCATATGAGCCGCTCGGGACTTGG

HoxD13R CATGATCTCGAGGGAGACAGTGTCTTTGAGCTTG

Hoxsites EMSA oligos

Hoxsite 1F

TTGTCCTGGTTTATGTCGCTTTTG

Hoxsite 1R

CAAAAGCGACATAAACCAGGACAA

MutHoxsite 1F

TTGTCCTGGTTgcgGTCGCTTTTG

MutHoxsite 1R

CAAAAGCGACCcgcAACCAGGACAA

Hoxsite 2F

CAAACTTACATAAAAGTGACCTTGT

Hoxsite 2R

ACAAGGTCACTTTTATGTAAGTTTG

MutHoxsite 2F

CAAACTTACATAcCgcGTGACCTTGT

MutHoxsite 2R

ACAAGGTCACgcgTATGTAAGTTTG

Hoxsite 3F

TGTACTGTATTTTATGACCAGATGACT

Hoxsite 3R

AGTCATCTGGTCATAAAATACAGTACA

MutHoxsite 3F

TGTACTGTATTTcgcGACCAGATGACT

MutHoxsite 3R

AGTCATCTGGTCgcgAAATACAGTACA

Hoxsite 4F CTGATGATCCATAAATTGTTGGAA
Hoxsite 4R TTCCAACAATTTATGGATCATCAG
MutHoxsite 4F CTGATGATCCcgcAATTGTTGGAA
MutHoxsite 4R TTCCAACAATTgcgGGATCATCAG

LacZ Transgenic

constructs
ZRS F GATCATAAGCTTTACTTTAAGCCATCTTTG
ZRS R GATCATAAGCTTCACATAGAACACTTAGTGAG

Mutate ZRS oligos

CuF

GACCTTGTACTaTATTTTATGACCAGATGACTTTTCCCTC

CuR

GAGGGAAAGTCATCTGGTCATAAAATAIAGTACAAGGTC

MutHoxsite 1F

CAGTTTGAGATTGTCCTGGTcgcTGTCGCTTTTGGCAAAC

MutHoxsite 1R

GTTTGCCAAAAGCGACAgcgACCAGGACAATCTCAAACTG

MutHoxsite 2F

GTCGCTTTTGGCAAACTTACATACgcGTGACCTTGTACTG

MutHoxsite 2R

CAGTACAAGGTCACgCcgTATGTAAGTTTGCCAAAGCGAC

MutHoxsite 3F

GACCTTGTACTGTATTTcgcGACCAGATGACTTTTCCCTC

MutHoxsite 3R

GAGGGAAAGTCATCTGGTCgcgAAATACAGTACAAGGTC

MutHoxsite 3F+Cu

GACCTTGTACTaTATTTcgcGACCAGATGACTTTTCCCTC

MutHoxsite 3R+Cu

GAGGGAAAGTCATCTGGTCgcgAAATAIAGTACAAGGTC







Figure S2 - relates to Figure 5
Western blots of HOXD proteins and analysis of HOXD12 and D13 binding.
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(A) shows a western blot of protein from the IVT reactions probed with an

anti HisTag antibody. In addition to the Hox gene containing vector, each reaction
included the GFP control vector and a GFP band can be seen in all lanes.

(B) shows the sequence of the Hoxsites1 -4 in the same orientation. The consensus
binding sites for the proteins HoxD12 and D13 are shown as position weight

matrices under their gene names, adjacent to the relevent EMSAs (D12 in upper panels;
D13 in lower panels). For each doublet of EMSAs, the lanes are shown as binding to a
labelled Hoxsite oligonucleotide with no competition (lanes marked as - ) and with
excess of the wildtype oligo as competitor (lanes marked as +). The specific binding is
indicated by the arrowheads, while the non-specific band (arrow) indicates the increased
length of exposure time necessary, compare with the equivalent band in Figure 4.
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