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Inorganic pyrophosphatase Q15181 0.353 0.1179 to 0.8483 0.0195 * + +
Caldesmon Q05682 0.316 -0.8341 to -0.06987 0.0292 * 0.277 -0.8104 to -0.04089 0.0364 * +
Heterogeneous nuclear ribonucleoprotein U-like 
protein 2 Q1KMD3 0.27 -0.8148 to -0.009637 0.0473 * 0.309 -0.8245 to -0.08325 0.0253 *
Integrin-linked protein kinase Q13418 0.328 -0.8387 to -0.08508 0.0258 * 0.418 0.2005 to 0.8704 0.0092 ** +
Ras-related protein Rab-18 Q9NP72 0.398 0.1506 to 0.8701 0.0156 * 0.39 -0.8614 to -0.1655 0.0128 *
RNA-binding protein 3 P98179 0.37 -0.8542 to -0.1390 0.0162 * 0.257 -0.8011 to -0.01446 0.0453 *
14-3-3 protein eta Q04917 0.27 0.01001 to 0.8150 0.0471 *
26S protease regulatory subunit 8 P62195 0.346 0.1087 to 0.8456 0.0211 *

4-trimethylaminobutyraldehyde dehydrogenase P49189 0.3 -0.8276 to -0.04881 0.0347 *
60S ribosomal protein L29 P47914 0.341 -0.8439 to -0.1028 0.0222 *
60S ribosomal protein L35a P18077 0.356 0.1215 to 0.8493 0.0189 *
6-phosphogluconolactonase O95336 0.343 0.1052 to 0.8446 0.0217 * +
78 kDa glucose-regulated protein P11021 0.271 0.01068 to 0.8152 0.0469 * +

Adipocyte plasma membrane-associated protein Q9HDC9 0.365 0.1334 to 0.8527 0.017 *

Alpha-aminoadipic semialdehyde dehydrogenase P49419-2 0.309 -0.8313 to -0.06077 0.0315 *
Apolipoprotein A-I P02647 0.331 -0.8400 to -0.08937 0.0248 * +
Calnexin P27824 0.338 0.09822 to 0.8426 0.0231 *
Calreticulin P27797 0.373 0.1438 to 0.8555 0.0155 * +
Cellular nucleic acid-binding protein P62633-2 0.366 -0.8530 to -0.1347 0.0168 *
Chloride intracellular channel protein 1 O00299 0.27 0.01048 to 0.8151 0.047 *
Cleavage and polyadenylation specificity factor 
subunit 5 O43809 0.397 -0.8634 to -0.1734 0.0119 *
Collagen alpha-2(VI) chain P12110 0.351 -0.8474 to -0.1148 0.02 * +
Coronin-1A P31146 0.266 -0.8130 to -0.004182 0.0493 * +

Cytochrome c oxidase subunit 5A, mitochondrial P20674 0.306 -0.8302 to -0.05713 0.0324 *

Eukaryotic translation initiation factor 2 subunit 1 P05198 0.328 0.08515 to 0.8387 0.0257 *

Eukaryotic translation initiation factor 4H Q15056-2 0.266 -0.8132 to -0.004825 0.049 *
FACT complex subunit SPT16 Q9Y5B9 0.306 -0.8300 to -0.05644 0.0326 *

Filamin-C Q14315-2 0.326 -0.8380 to -0.08259 0.0263 * +

Four and a half LIM domains protein 1 Q13642-1 0.326 -0.8380 to -0.08272 0.0263 * + +

Heat shock protein 105 kDa Q92598-2 0.286 0.03049 to 0.8217 0.0401 *



Heterogeneous nuclear ribonucleoprotein A0 Q13151 0.3 -0.8279 to -0.04984 0.0344 *
Lactotransferrin E7ER44 0.287 0.007754 to 0.8305 0.0481 * +
Lamina-associated polypeptide 2, isoforms 
beta/gamma P42167 0.349 -0.8469 to -0.1130 0.0203 *
Matrin-3 A8MXP9 0.275 -0.8172 to -0.01672 0.0447 *
Moesin P26038 0.295 0.04294 to 0.8257 0.0364 * +

Nucleolar and coiled-body phosphoprotein 1 Q14978 0.362 -0.8516 to -0.1296 0.0176 *

Nucleolysin TIAR Q01085-2 0.372 -0.8552 to -0.1426 0.0157 *
PDZ and LIM domain protein 5 Q96HC4 0.398 -0.8640 to -0.1754 0.0117 *
Peptidyl-prolyl cis-trans isomerase FKBP4 Q02790 0.405 0.1845 to 0.8663 0.0107 *

Perilipin-3 O60664-4 0.344 0.1055 to 0.8447 0.0217 *

Phosphatidylethanolamine-binding protein 1 P30086 0.318 -0.8351 to -0.07307 0.0285 * +
Prelamin-A/C P02545 0.4 -0.8646 to -0.1777 0.0114 * +
Protein canopy homolog 2 Q9Y2B0 0.387 0.1613 to 0.8603 0.0133 * +
Protein NipSnap homolog 1 Q9BPW8 0.389 -0.8609 to -0.1637 0.013 * +
Protein phosphatase 1G O15355 0.331 -0.8472 to -0.06431 0.0314 *

Protein transport protein Sec61 subunit beta P60468 0.386 0.1598 to 0.8598 0.0134 *
Protein-tyrosine-phosphatase X6R433 0.463 0.08820 to 0.9170 0.0305 *

Regulator of nonsense transcripts 1 Q92900-2 0.269 -0.8143 to -0.008055 0.0478 *
Septin-9 Q9UHD8 0.296 -0.8260 to -0.04388 0.0361 *
S-formylglutathione hydrolase P10768 0.302 -0.8284 to -0.05144 0.034 * +
Signal recognition particle 14 kDa protein P37108 0.362 -0.8514 to -0.1289 0.0177 *
Succinate dehydrogenase [ubiquinone] 
flavoprotein subunit, mitochondrial P31040 0.326 -0.8380 to -0.08259 0.0263 * +

Translocon-associated protein subunit delta P51571 0.329 -0.8391 to -0.08629 0.0255 * +
Tubulin beta chain Q5JP53 0.323 -0.8368 to -0.07874 0.0272 *
Tyrosine--tRNA ligase, cytoplasmic P54577 0.333 0.09216 to 0.8408 0.0243 *
U1 small nuclear ribonucleoprotein A P09012 0.398 0.1757 to 0.8641 0.0116 * +
Ubiquitin carboxyl-terminal hydrolase 7 Q93009 0.302 -0.8286 to -0.05214 0.0338 *
UMP-CMP kinase P30085 0.267 -0.8134 to -0.005475 0.0488 *
Vinculin P18206-2 0.331 -0.8400 to -0.08940 0.0248 * +
Nicotinamide phosphoribosyltransferase P43490 0.519 0.3294 to 0.9003 0.0025 ** + + +
Annexin A3 P12429 0.412 0.1930 to 0.8685 0.0099 ** 0.403 0.2029 to 0.8599 0.0082 ** +
Eosinophil peroxidase P11678 0.537 -0.9051 to -0.3524 0.0019 ** 0.271 -0.8076 to -0.03282 0.0389 * +
Nuclear ubiquitous casein and cyclin-dependent 
kinase substrate 1 Q9H1E3-2 0.493 -0.8932 to -0.2967 0.0035 ** 0.31 -0.8247 to -0.08395 0.0252 * +
14-3-3 protein gamma P61981 0.497 0.3021 to 0.8944 0.0033 **
26S protease regulatory subunit 4 P62191 0.472 0.2694 to 0.8870 0.0047 **
AGR2 Q4JM47 0.455 -0.8819 to -0.2474 0.0058 ** +



Cathepsin B P07858 0.547 0.3660 to 0.9079 0.0016 ** +
EMILIN-1 Q9Y6C2 0.461 -0.8893 to -0.2323 0.0076 **
Glutathione S-transferase omega-1 P78417 0.502 0.3078 to 0.8956 0.0031 **
Heat shock protein HSP 90-alpha P07900 0.416 0.1984 to 0.8699 0.0094 **
Heat shock protein HSP 90-beta P08238 0.481 0.2811 to 0.8897 0.0041 **

Hydroxysteroid dehydrogenase-like protein 2 Q6YN16 0.427 -0.8734 to -0.2123 0.0082 **
Mycophenolic acid acyl-glucuronide esterase, 
mitochondrial Q9NUJ1 0.417 -0.8701 to -0.1993 0.0093 **
Proteasome activator complex subunit 1 Q06323 0.53 0.3445 to 0.9035 0.0021 ** +
Ras-related protein Rab-1A P62820 0.55 0.3701 to 0.9087 0.0015 **
Ras-related protein Ral-B Q6ZS74 0.479 0.2279 to 0.8999 0.0088 **
RNA-binding protein 14 Q96PK6 0.54 -0.9060 to -0.3567 0.0018 **
Septin 11, isoform CRA_b D6RGI3 0.566 -0.9128 to -0.3903 0.0012 **
Tubulin-specific chaperone A O75347 0.425 0.2092 to 0.8726 0.0085 **
Metallothionein-2 P02795 0.598 0.4317 to 0.9207 0.0007 *** + +
B-cell receptor-associated protein 31 P51572 0.622 0.4640 to 0.9266 0.0005 ***
Ras-related protein Rab-5C P51148 0.71 0.5815 to 0.9464 < 0.0001 ****
Stress-induced-phosphoprotein 1 P31948 0.795 0.6988 to 0.9638 < 0.0001 ****

Heterogeneous nuclear ribonucleoprotein H3 P31942-2 0.279 -0.8115 to -0.04422 0.0354 * + +
116 kDa U5 small nuclear ribonucleoprotein 
component Q15029-2 0.327 -0.8316 to -0.1056 0.0208 *
40S ribosomal protein S28 P62857 0.257 -0.8014 to -0.01545 0.0449 *
Aconitate hydratase, mitochondrial A2A274 0.354 -0.8422 to -0.1404 0.0151 * + +
Antigen peptide transporter 1 Q03518 0.599 -0.9383 to -0.3251 0.0052 **
Coronin-1C Q9ULV4 0.278 -0.8112 to -0.04317 0.0357 *

Eukaryotic translation initiation factor 3 subunit A Q14152 0.25 -0.7978 to -0.005349 0.0487 *

Eukaryotic translation initiation factor 3 subunit E P60228 0.335 -0.8349 to -0.1164 0.0188 *
Eukaryotic translation initiation factor 4B E7EX17 0.303 -0.8219 to -0.07525 0.0272 *
Fibrinogen alpha chain P02671-2 0.317 -0.8277 to -0.09328 0.0232 * +
Galectin-3 P17931 0.253 -0.7995 to -0.01010 0.0469 * +

Haptoglobin P00738 0.253 -0.7992 to -0.009203 0.0472 * +
Heterogeneous nuclear ribonucleoprotein L P14866 0.32 -0.8288 to -0.09669 0.0225 *

Heterogeneous nuclear ribonucleoproteins A2/B1 P22626 0.256 -0.8008 to -0.01377 0.0455 *

Hypoxanthine-guanine phosphoribosyltransferase P00492 0.276 -0.8102 to -0.04026 0.0366 *
KH domain-containing, RNA-binding, signal 
transduction-associated protein 1 Q07666 0.304 -0.8221 to -0.07605 0.027 *
Laminin subunit gamma-1 P11047 0.419 -0.8654 to -0.2235 0.0067 ** +
Leukocyte elastase inhibitor P30740 0.578 0.4246 to 0.9122 0.0006 *** +
LIM and SH3 domain protein 1 Q14847 0.374 -0.8496 to -0.1659 0.0119 *
Myeloid cell nuclear differentiation antigen P41218 0.399 0.09107 to 0.8849 0.0275 * +



Myosin regulatory light chain 12A J3QRS3 0.296 0.04463 to 0.8263 0.0359 * +
Non-POU domain-containing octamer-binding 
protein Q15233 0.364 -0.8460 to -0.1535 0.0134 *
Nucleolin P19338 0.263 -0.8040 to -0.02261 0.0423 *
Obg-like ATPase 1 J3KQ32 0.545 -0.9035 to -0.3831 0.0011 **
Protein transport protein Sec23A F5H365 0.406 -0.8610 to -0.2071 0.0079 **
Protein-L-isoaspartate O-methyltransferase H7BY58 0.273 -0.8086 to -0.03590 0.0379 *

Puromycin-sensitive aminopeptidase E9PLK3 0.25 -0.7978 to -0.005228 0.0488 *
rRNA 2'-O-methyltransferase fibrillarin M0R2Q4 0.27 -0.8072 to -0.03177 0.0393 *
Serine/arginine-rich-splicing factor 7 C9JAB2 0.336 -0.8354 to -0.1181 0.0186 *
Signal recognition particle 9 kDa protein P49458 0.269 -0.8067 to -0.03044 0.0397 *
Small nuclear ribonucleoprotein-associated 
proteins B and B' P14678-2 0.394 -0.8570 to -0.1922 0.0092 **
Splicing factor 3A subunit 3 Q12874 0.393 -0.8566 to -0.1908 0.0093 **

T-complex protein 1 subunit beta P78371 0.249 -0.7975 to -0.004483 0.0491 *

Thyroid hormone receptor-associated protein 3 Q9Y2W1 0.292 -0.8170 to -0.06052 0.0308 *

Transportin-1 Q92973-2 0.321 -0.8293 to -0.09844 0.0221 *
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