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Figure 1: Meunier ↑. CpG substitution rate in non-repetitive DNA as a

function of regional GC-content. Substitution rate: number of substitutions per

CpG site since human / chimpanzee divergence; Low GC: regional GC-content below

39.3%; Medium GC: regional GC-content between 39.3% and 43.5%; High GC: regional

GC-content over 43.5%. The regional GC-content relative to a CpG site was defined as

the GC-content in a 100 kb window centered on the site. GC classes were then defined so

to provide each class with an equal amount of CpG sites. Complementary substitutions

were pooled together. We used the notation XX → Y Y to describe complementary

substitutions (i.e. X → Y + X → Y ). For example, AT → GC = A → G + T → C.
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