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Figure 5: Meunier ↑. Substitution rates and SINE divergence. Substitution rate: number of substitutions per non-CpG site

since human / chimpanzee divergence. Div: SINE divergence. Divergence classes were defined so to obtain an equal amount of data in

each class. Confidence intervals at the 5% level are displayed. The * symbol indicates substitutions at CpG sites. See legend of figure 1.
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