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the same as that of Fig. 2 in the main text. The snapshot was taken after 54 ns of simulation 

at 283 K of a system containing 64 lipids and 23 water molecules per lipid, starting from an 

Lα structure. The Figure shows two replicas of the simulation box. These structures are 

formed because there are not enough lipids available to form a minor domain and two kink 

regions between two periodic copies of a gel-like domain (there is one gel-like domain in 

the periodic box). This peristaltic structure is similar to the one found by (Kranenburg, M, 

Laforge, C., Smit, B. (2004) Phys. Chem. Chem. Phys. 6, 4531-4534) using DPD 

simulations of a coarse grained model.  

 


