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Supplementary Fig. S1: Standard curve of global DNA methylation.

Expected values Observed values X2=(0-E)"2/E
60.40 60.36 3.35x10° n.s
64.50 63.42 1.82 x 102 n.s
64.84 62.72 6.93 x 102 n.s
65.19 63.79 3.03 x 102 n.s
65.52 65.54 6.10 x 106 n.s
65.86 64.94 1.30 x 102 n.s
66.55 68.78 7.47 x 102 n.s
67.72 65.53 7.08 x 10-2 n.s
68.60 68.58 9.11 x 106 n.s
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Values observed and expected for every point of the curve.



