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Plant-mPLoc:Predicting subcellular localization of plant proteins
including those with multiple sites

Read Me | Data | Citation

Your input sequence (375aa) is:

>GRMZM2G446170 (GmRD22A)
MERLLAGLLLGFLLLIASVGSHATRAPDQYWKSALPDTPMPSSLSQLLNTPAGKGGVGGG
SSGKKPGGTTVGVCGKGGVGVNVNPTRPGGAGTTVGVGKGGVGVGVNPGYGRPGGTTVGVG
KGRVGVHVNPGKKPVHVPVGPFQYEYAASETQLHDDPSVALFFREEDLQPGKKTTVQFAN
[TAMAGAKFLPRSDAEAIPFSSEKVPEILGRFSVDPDSVEAAEMAQTLHDCEAPAARGERK
ACATSLESMVDFATASLGTSHVRAASTVVGREGSPRQEYTVTGVKRAGGGRLVACHAEPY
AYAVFACHLTQQTRAYSVSMLGRDGTAVDAVAVCHADTSGWNPKHVAFQVLRVKPGTVPI
CHFLPQDHVVWTRGG

[Predicted lncalinn(siH
Cell wall.

Query protein
[GRMZM2G446170 (GmRD22A))|
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B Plant-mPLoc:Predicting subcellular localization of plant proteins

including those with multiple sites

Read Me | Data | Citation

Your input sequence (456aa) is:

FGRMZMSGE00586 (ZmRD22B)
MERLIAGLLGFLLVASVGSHAARAPDQYWESALPNTPMPTSLSQLLDAAPAGGGTTVNVG
WECGVHVDAGHCKPGOGTTVDVGRGGVGVNVNPGREGRPGOTTVGVOKGOGVOVNVNPOYGKP

GO’ iy PAGGAGTTVGVG WG

VEVG

GG

VNI SETQLHDDPSVALF]
ET DRDSVEAAEMA
or RHVRAVSTVVAREGSPRQEYTVTGY

ERAAGGTDDDGR HAE AVFACHL TPOTRAYSVEMLGRDGTAVDAVAVCHADTS
GWNPRHVAFQVLNVREPGTVPVCHFLPQDHVVWTRSG

-----—--- Plant-mPLoc Computation Result --=--------

|Predicted locationis)
Cell wall.

Query protein
GRMZMSGE00586 (ZmRD22B)|

Home Page

Contact (@ Hong-Bin

Figure S1: Prediction of the subcellular localization of maize RD22 proteins. (a) Subcellular localization of
ZmRD22A based on Plant-mPLoc prediction. (b) Subcellular localization of ZmRD22B based on Plant-mPLoc

prediction.

Supplementary Table S1: Primer sequences used in semi-quantitative and quantitative PCR analysis.

Reverese primer

Gene name  Forward primer
ZmRD22A 5'-GCG GGC GGG CGG CGG GCG CCT G-3'
ZmRD22B 5'- CGA CGA CGA CGG CCG GGT CGT G -3'

Zm18s rRNA  5'-CCA TCC CTC CGT AGT TAG CTT CT -3'

Zm B-tubulin  5'- AGC CCG ATG GCA CCA TGC CCA GTG ATA CCT -3'

Zm Actin 5'- GTG ACA ATG GCA CTG GAATG -3'

5'-TCA GCCGCC GCG GGT CCAGAC GAC G-3'

5'- TCA GCC GCT GCG GGT CCA GAC GAC GTG-3'
5'-CCT GTC GGC CAA GGC TAT ATA C-3'

5'- AAC ACC AAG AAT CCCTGC AGCCCAGTGC -3'
5'- GAC CTG ACC ATC AGG CAT CT -3'




