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Supplementary Figure S1: Classification and percentage distribution of the 16S rRNA gene
sequences at family level. The bacterioplankton 16S rRNA gene sequence distribution in the six
stations near the Qinhuangdao coastal area showed dominance of Rhodobacteraceae in station W2
(72%), W3 (42%), W5 (55%), and W6 (58%), and of Family Il in station W1 (50%) and W4 (62%).
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