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Figure S3. 
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Figure S4. Limulus amebocyte lysate (LAL) assay. The LAL was used to measure the endotoxin 

contamination of the recombinant protein from different purification steps, including Ni2+ column, 

MonoQ column, and polymyxin B treatment, respectively.  ⃰, p<0.05; ⃰ ⃰ ⃰, p<0.001. 
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Figure S5. The stimulation of inflammatory responses by LipL32. (A) The ability to induce the 

inflammatory responses of LipL32 in the presence and absence of His6-tag at N terminus. (B) The 

inflammatory responses induced by LipL32 when the protein treated with heat and proteinase K as 

compared to WT.  ⃰, p<0.05. 
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