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Reviewer Comments to Author: 

It is clear that a lot of work has gone into the creation of a draft genome for Megalobrama 

amblycephala. The creation of a genetic map to help anchor the assembly is significant and I am please 

to see it. Their results and discussion flow logically from the genome assembly and annotation as 

compared with other fish species. Although every bioinformatician has their favorite open source 

program, the software used in the construction of the assembly and annotation are well known and 

documented.  

 

I recommend acceptance with the following comments and strong recommendations. 

 

1) All raw data for the assembly and annotation be submitted to a public database. 

2) All raw data and markers for the genetic map be submitted to a public database or made readily 

downloadable. 

3) The genome assembly be checked for contamination. This can be easily done with programs like 

blobtools and megablast. If contamination is found please remove it prior to submitting to the public 

databases and update the paper accordingly. In this way we do not contaminate and propagate 

contamination in our common public databases. 

4) Consider swapping out some of the language of "plays a role" with phrases like "are involved in" or 

"have reported to" or "have a role in" etc.  

5) On Line 241, you have written bittern, I suspect you either meant bitter or bitterness. 

6) I downloaded and examined the annotation file Megalobrama_amblycephala.gff. It only contains 

transcript models and no gene models. You state in the paper there were 23,696 protein coding genes. 

This number corresponds to the number of mRNA models you have in this gff file. This struck me as odd 

as there are usually isoforms for gene models. This file also did not contain any functional annotation. 

Please create a gff3 file that contains genes models and include functional annotation as this will be of 

great value to researchers. 

 



This is an important work for the development of sustainable aquaculture. Thank you. 
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I agree to the open peer review policy of the journal. I understand that my name will be included on my 

report to the authors and, if the manuscript is accepted for publication, my named report including any 

attachments I upload will be posted on the website along with the authors' responses. I agree for my 

report to be made available under an Open Access Creative Commons CC-BY license 

(http://creativecommons.org/licenses/by/4.0/). I understand that any comments which I do not wish to 

be included in my named report can be included as confidential comments to the editors, which will not 

be published. 

I agree to the open peer review policy of the journal 

To further support our reviewers, we have joined with Publons, where you can gain additional credit to 

further highlight your hard work (see: https://publons.com/journal/530/gigascience). On publication of 

this paper, your review will be automatically added to Publons, you can then choose whether or not to 

claim your Publons credit. I understand this statement. 
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