Suppl. Fig. 1

Closed-reference OTU picking

Open-reference OTU picking

9,746 samples, 8,280 subjects (31 May 2016)
Bloomingbacteria removal®, chimera removal?,
SortMeRNA closed reference OTU picking®

|

| 22,923 OTUs; 219,440,544 reads |

;
[ 3 O. formigenes OTUs ]

Exclude samples |with <1,000 reads

8,610 samples: 7,293 subjects
Sequencingdepth: 1,000-500,600
Median: 17,220; Mean: 25,470

Downstream analyses

®Performed by the American Gut Project

9,550 samples, 8,078 subjects (24 June 2016)

l

Bloomingbacteria removal?
Qiime open-reference OTU Picking

l

[ 1,270,649 OTUS; 290,024,383 reads |

[ 260 O. formigenes OTUs ]

Exclude samples | with <1,000 reads

8,441 samples: 7,115 subjects
Sequencingdepth:1,002-573,250
Median: 24,402; Mean: 34,346




